UniprotKB Entry name organism full name |oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma extr.acellular
ID sites sites reticulum apparatus membrane [region
IAOABM2BAV2 |AOASBM2BAV2 DANRE |Danio ATP- 26.412228 NaN NaN 40044042 MSVEAYGPSSQTLTFLDTEEAELLG |NaN NaN NaN |[NaN NaN NaN NaN NaN None
rerio dependent IADTQGSEFEFTDFTLPSQTQTQGQT
helicase QSQLDNQVNGPDGVLPNGEDAVGK
RENT1 TSQLLAELNFEEDEEDTYYTKDLPV

HACSYCGIHDPACVVYCNTSKKWFC
NGRGNTSGSHIVNHLVRAKCKEVTL
HKDGPLGETVLECYNCGCRNVFLLG
FIPAKADSVVVLLCRQPCASQSSLKD
INWDSSQWQPLIQDRCFLSWLVKIP
SEQEQLRARQITAQQINKLEELWKE
NPTATLEDLEKPGVDEEPQHVLLRY
EDAYQYQNIFGPLVKLEADYDKKLK
ESQTQDNITVRWDLGLNKKRIAYFT
LPKTDSDMRLMQGDEICLRYKGDM
IAPLWKGIGHVIKVPDNYGDEIAIELR
SSAGAPVEVPHNFQVDFVWKSTSFD
RMQSALKTFAVDETSVSGYIYHKLL
GHEVEDVIIKCQLPKRFTAQGLPDLN
HSQVYAVKTVLQRPLSLIQGPPGTGK
TVISATIVYHLARQGNGPVLVCAPSN
TAVDQLTEKIHQTGLKVVRLCAKSRE
IAIDSPVSFLALHNQIRNMDSMPELQ
KLQQLKDETGELSSSDEKRYRALKR
TAERELLMNADVICCTCVGAGDPRL
IAKMQFRSILIDESTQATEPECMVPVV
LGAKQLILVGDHCQLGPVVMCKKAA
KAGLSQSLFERLVVLGIRPIRLQVQY
RMHPALSAFPSNIFYEGSLQNGVTA
IADRLKKGFDFQWPQPDKPMFFYVT
QGQEEIASSGTSYLNRTEAANVEKIT
TRLLKAGAKPDQIGIITPYEGQRSYLV
QYMQFSGSLHTKLYQEVEIASVDAF
QGREKDFIILSCVRANEHQGIGFLN
DPRRLNVALTRARYGVIIVGNPKALS
KQPLWNHLLNYYKEQKVLVEGPLN
NLRESLMQFSKPRKLVNTINPGARF
MSTAMYDAREAMIPGSVYDRSSTGR
PSNMYFQTHDQVGMIGTGPNPMGS
LNIPIPFNLVMPPMPPPGYLGQVNG
PAAGRGAPKGKTGGRGGRQRNRGT
GNHGSGQPNMPNSQASQDLVSQPF
SQGPLTQGYITMSQPSQMSQPGLSQ
PELSQDSYLGDEFKSQMDVALSQDS
TYQGERAYQHGGVTGLSQY




