UniprotkB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl_"acellular
ID name sites sites reticulum apparatus membrane [region
AOABM2BAZ5 |AOABM2BAZ5_DANRE [Danio NaN [26.412228 NaN NaN 40044042 MPPPLRHRSMRIFVNDDRHVMAKH |[NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio

SAIYPTQEELEGVQNMVSHTERALK
LVSDWLDDQEKGNAKVNALDTDGE
GDKETEPSTGEQATRSLRGVMRVGL
\VAKGLLLKGDLDLELVLLCKEKPTIT
LLKKVSDNLAVQLKQLVTEEKYDVK
PCIRDATIVIKNAKEPPLTLTIHLTSPL
VREEVEKQAAGETLSVIDPPDVLDR
QKCLTALASLRHAKWFQARANGLRS
CVIVIRILRDLCARVPTWSPLRGWPL
ELLCEKAIGTGNRPMGAGEALRRVL
ECLASGILMADGSGICDPCEKELTDA
ISHVDRQQREDITQSAQHALRLSAF
GQLHKVLGMDPLPSKMPRKPRSDT
PIDYTVQIPPSTTYVPPMKRPIEEEST
DEKNPNKKKKKLQKKSPDEKAEPAQ
IAMNALMRLNQLKPGLQYKLISQTGP
VHVPVFTMSVEVDGKNFEASGPSKR
TAKLHVAVKVLQDMGLPTGMDQKT
TELMKVDEPVSTQETLPPVIKMEPEP
VPITETPTDENARQQGPILTKHGKNP
IVMELNEKRRGLKYELISETGGSHDK
RFVMEVEIDGQKFQGTGSNKKVAKA
YAALAALEKLFPEGSNSEVNKKKKM
PPMHTGFGMVSGPPSDMMPNPRG
RGRGRGRGRGRGFNNGGGFNQGG
YGTYGYGGNNSGYSDFVSDSYGYHE
FAT




