
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8M2BC86 A0A8M2BC86_DANRE Danio
rerio

NaN 26.412228 NaN NaN 40044042 MFSRLTQGVSSVLHELSGEERSDGD
FQDGMVPQPAAAAAELSQEDPGPSE
EVLERLAQTEQLVVQLKELIREKDSQ
LASTEKQLKEEKEQAEIKFTKLKMQ
AKAKMASLNKQITELKGQDVLNSSQ
NSESSFQMAPGVEEELQQLKEKLSQ
AELANKMLQQQLWEAEQRVREEGH
AEQVRILQAVVKEKDVRFQEQILKH
EQELLSLSQATNDADLQQALRASQR
RIEELEESLRSRSEVLEMLQQEVNS
ADQQKQILTTQFRQMELELAEAQRL
REEEKRAEEELQALRIKLEISESERD
HTISSLNAELLKKTKEMDEMRAKFE
SEEKEKKEMLERLKERETGFEAELA
NMIVCLEARMETSESEREQTINVLN
INITSLNAELLKKTAELDEMSAHLQS
EQREKEEILEKLKEKETNFEAELAN
MKASLEARLETESENKQTIGELRVE
LQTKMAELDEMRMKLESEEREKND
MLEKFKEREISFEAEQANIKASLEAR
LETSDSEKEQIISALNAELQIKITELD
EMRAKLKFEECEKQTKAVELDEMR
EKLEFDERERDQLLEKFKERETSFN
VELANVKASLEDRLETSVSENEQNI
SALNAELQIKITELDEMREKLKCEEC
EKQTKTVEFDEMRAKLEYKERERDQ
LLEKFKEKETSFEVELSNLKSSLEAR
LDTSESEKEQTISALKAEVQKKTTEF
DDLMEKLKAEEKEWAERLHERQTS
FERELTNLQACLEVAEKQKEEMTKQ
LEMEATSHMEKLHHLQENLDEVER
SREEESKSEKDRFAQVQNELESLRE
ILDASKEEQKAGLQAKNALEKLWKG
IQSLTASGDAEVEISVPTDPAQLLEVL
PALQTRLSKLTDEQQESQARLSQITI
TLQSLQGQLDKSTAEREEAVARIQEL
DQQLLTVQVSGESLGDHVTDLSVRD
LGTTHQENTGDGHSSDNQLKTDRIL
FLEQQLAEREEELFALREKLSLTTSQ
SLNSPEESVVSISRDITGLDNSDVLE
VSQEEETTLVAVDASVLSVSGGNDS
SPELIPPQPGSPGESKGTSSDEMVTS
SDSEVAHSSWTLLEAVNQDATQEW
QSHIQDFASLRLSTQSWEETCEEQIA
PNSCIVDIEAPSLVIHETVQVHLAQQ
EGSLLNTDPSTGQTFAQVLAEEIQKR
YSEILGELQQFKDSALQSQEKVYQLE
EALESLTAYKNEAEARANIYKKELIE
TKELVEQEKLNDKSAAEQFQNLKEQ
VQFKDDKLQVLQAAFDEAQQRLDET
QQRLDEAQQRLVEQEGQARMLAAQ
LEERELSFSELEQKLLDIEGRLVQIS
HEADTAKAALVDRTAELEYLQKCLL
QKDQEMMELSDSMSAKLLQAGEEK
FAISSEVKKLKDQINELESIKDDQQK
VIDGQTSESEQFVALLKEKEDLASQL
AAMKKDGEHIKRKLQAALIQRKELM
KKVADFEKEAESREDKEKDSNEEITI
QLKNEIKEKELEIQRLDALLQETRDV
LNLKEETLISLEQKISNQDQALTESH
AEIQRLTEQYVEINEQQMSQVAEEK
NRLLSQIASMEADIETLRKKFQEATD
AYENIVMNTQEKERHHLEETKQMK
KECSDLLEQLNTEKGERTGLLNRIM
ELEGLLESKNTADKVEIVNAGPARQ
NLEKPETNDWGQEDWVDFAMTETP
QEQSQQPMVKNSEDIINALQEELKF
EQAAHADLKVRLHESQSSQSLTDSK
FKELCEELEAMKEKERHIDALTQEIE
TLREKCQRAEAHAEKLKVDVDEAW
EAAKRSISDAESPIKALQSEVEEFKQ
FLKCKNDEIVDLSQQLSEQSCLLLK
MQETVQEKDQQIVSLQQGLKAEQD
KVQKLEAELPQREEEEKDNGVKLQQ
LQRKLQAALVSRKEALKEKQALKEE
QAAAEKIKLELHQKLELIEMELNKS

NaN NaN NaN NaN NaN NaN NaN NaN None



REEREKLIEEVDRTLLENQSLSASCE
SLKLAMEGVLNEKDACKRQADIAKE
ESEQVCKQLEEKVQNMKEEYESLLK
SYENVSDEAERVRKVLEAARQERQE
LATKARAHEAARQEAERLAEEAMKE
VDVVKDKMRKFAKVKHQKIMDLEE
ENERLREQEEKKLTKHTETDVKQEL
ERIKQEFEILKANYNIALDDKKSLEL
EAEELRLRLEKIQSKGVETFDTCSVE
TIKEVKVITQQNSPNLIEIQEYQCESI
FPEANLTKPLESINTEPDQEVTEVQT
KIEIATQTEERLKELETSLETAENKIK
ELEIALEHHMEFRNEQILDAELTSIK
QQLQESLEREDIHKEEISKKENQLQ
ELRMNLEAERDDLEERLMNQLAQL
NGSIAGYQQEASDSRDRLTDMQREL
EKLERERAELEAEVLSERDRAARME
EDMRQAHRERAEAEAETGKQRELE
QKLKSAQRFKEGSQNRTRQLEELLR
EKQLEVRQLQKDCIGYQERISELAKE
VKSLLLVRDEVRAELEAARLEIANIL
QDKAFIASELSTYKGKLDMALEEAR
QAQADKLSAEQFIQRKEAELKADAE
RTLDEVRYRLGAELKQIELRLEKSYR
DREREEEATLEARNIAEAADRHAQD
MQARLDEALARLAAFSRSMSSLQD
DRDRVLDEAKQWENRFHSELQEKE
ADVREAEARAKELSEQLQREMTQKV
ELQNLLERTQKAEENLQLELSSVEK
KHNESLAVLEKEREDLQQKLTLVEA
NLSQALSQLASLETEAEGLRHRTKA
LDEAVDQLQSDAVEARAVIKERETE
ERRLCLMVEQLETDLGSLKNLTETL
QVALGEKEKREVELLGEKEQAVTQA
VEEARKDADGRAEMAENELEKRRE
ELRGLEERLRKAEEVTFQSRAQLES
FTKAMGSLQDDRDRVLSQYKQLEEK
HLQVMMEKDSLIQEAAGENNRLKE
ELRALLSQRDDLNAENAKLAAQLHG
YRNDLNQVLTMKDSQHKQILAAQV
ERISFLEREREDLVNHIQAFEKDIAQ
GRAPLLEQEYLSQASEGSVDKQDAP
GAEVEKLREQLQAARKRITNLEEILE
LEKETQAVHSKELKELRWEGGVLRT
EAETAEERVAELARDLLMMEQQLLE
EREAVSQLRVQNQSFGQAMASLQD
ARDQAVNEAKELRLRFDDINRTGHA
VSSPSDPKGEVWSLKNALSALQNDR
ERMLEQMQVQRSELDRLTQALEAE
RRRAVEQEEMGQLSSRDVLMDSDK
QELEMLSRLERMDWQGQAEILKQQ
TLTTLSARDQQIRQLTAMLEEAQAS
KLQQEHTQRQGRLALDAAPGGPLE
HNEGYKAECIELQRRLDEESELRLRI
EEQLIAAEDRLKRHTQGEWQTPSM
MSETAVLIEPQEGAVTRTRSGGPGLL
RMLRVAFCSRQRTPLLVSLYLLTVH
VLLLLCFGGYL


