UniprotkB Entry name organism [full name oglcnacscore oglcnac P OSPHoLY lation PMIDS |[sequence intracellular [extracellular cytosol [nucleus mitochndrion |- *F ic|golgi plasma extl:acellular
ID sites sites reticulum apparatus  membrane region
IAOABM2BCU9 |AOABM2BCU9_DANRE |Danio IAminopeptidase |26.412228 NaN NaN 40044042 MMHLLFLILLFLESLCYVQSSESNSP [NaN NaN NaN |NaN NaN NaN NaN NaN None
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TGDNLATDGLPFPWSKVRLPNYIVP
VHYHLLIHPNLTTLSFTGSVKIEIDVK
NNTNWVVLHSKNLKIYTATVLDEHE
AHLSEKTLSVLEYPLHEQIAIFSPKIL
TSGEKYFLYLEFGAPLSDGFHGFYKS
TYRTKSGETRVLASTHFEPTSARMA
LPCFDEPVFKANYTVRIRRGPSHIAL
SNMPLEQTVEISNGLFEDHFEASVK
MSSYLLAFIICDFKSVSGLTATGINISI
YAVPEKWHQTQYALEAALRLLEFYE
QYFNILYPLPKLDLIAIPDFESGAME
NWGLTTYRETSLLYDPDISSASDKL
WVTMVIGHELAHQWFGNLVTMDW
'WNDIWLNEGFARYMESVSVEAVYP
ELKVEDHFLDTCFGAIGRDSLNSSR
PISSLAESPTQIKEMFDTVSYEKGACI
LHMLRHFLTDEGFQSGIIRYLRRFSY
CNARNEDLWDSLIKTCSEEDFAAGE
YCYSSAQATKNAYRFAGEHVDLKKM
MNTWTLQKGIPLVTVKRQGRKLHIG
QERFLKIVLPDDPSWHSLQDGYLWH
IPLTYKTSHSDHEVKHILDKKSDVLL
LDEHVDWVKLNTDMNGYYIVHYDE
EGWNALTELLKVNHTALSFKDRASL
ITHNAFQLVTAGRLSLDRALDLIAYLK
SETHNVPLLQGLGYLQSFYKLIEKRK
IADVTHNLKTYILQYFKDVIDKQSWS
DDGMVSDRRLREDVLSLACDLDYPP
CLEKAERLFVSWVKSNGTISLPTDVS
ETVYMVGAQDDSGWVYLLRQYGVS
MCETEKSKFLSALTSSKDSEKLSRLL
QLGMEGTVIKTQNLPSLIYMVARNP
VGHFLAWDFVKKHWNELVEKFPLG
SFGIREIIVGTVTQFSSTEELREVESF
FKSIQEQVSQLRIIQVATENVEKNIV
'WLKRNLETMRTWLQRRLN




