rerio

IAMSASPAANTFGASAPPANMFDTVP
GYEGTLAGGGGGYLPPPMPSVPMPV
PEQAPHPPDWHIPSISEERAREAFAT
'YVSSNCCYSSGPVTDGVITNMQSFN
TYRYRLETFTESRSTEWSQEPYSGQP
'VDAGVQPAPGPWQIAAQPPPFFQDQ
KQAIKVPFTSSIKNCHVCLGMGNKP
CTTCAGAGNKVCWVCNGSGSRLND
ERCSHCNGQGRENCSSCSGNGSSQ
CDTCHGKRQLIVFINLNVKWSTEKE
DFVAQDLSGLKVEKLEKVSGKELFK
DSQFMVYPVMGFPDASVAQASQRIV
RDHQTKFAQTSRILQQRQTIELIPVT
KVNYTWKGNPYVYYVYGNEFEVNAE

DYPATCCCSVM

UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi o extt.‘acellular
ID name sites sites reticulum apparatus membrane [region
AOABM2BES58 |AOABM2BE58_DANRE [Danio NaN |26.412228 NaN NaN MERPIVSDYGAHYGAINQVYGLPPAA [NaN NaN NaN  [NaN NaN NaN NaN NaN None




