
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8M2BEB1 A0A8M2BEB1_DANRE Danio
rerio

Integrin
beta

26.412228 NaN NaN 40044042 MGGWAIRLAVGIFLLLLAATDSRAD
EVNHCTAARTKTCSECIQVGAGCAY
CPDEVFEHERCDLKENLEAQKCSKI
VNFESSRQIQENVKINEQLKQSQVS
PQLMSMTLLPGEEKEVEMEVFEPTR
GPLDLYILMDFSNSMSDDLDNLKR
MGEKLARLVGDLSDDYTIGFGKFVD
KVTEPQTDMRPAKLAEPWSNSDPPF
SFRNVIKLTSNITSFRQKLQKERISG
NLDAPEGGFDAILQTAVCQDQIGWR
KDSTHLLVFSTESAFHYEADGANVL
AGILDRNDEQCHLNVDGNYTHDVR
QDYPSIPTLVRLLVKHNIIPIFAVTNH
SYSYYEKLHEYFPIAELGQLQEDSSN
ILSILEKAFENIRSKISIRAEDRPKAVE
TKIFSQSGTFSEYGNFKITPGQTGKF
KVRMKALNQVGEEPVCKVNQADRA
GTLRVKPTTFSSAFKINAEVLCPTCD
CEKTPVKNAVRCTGHGDLVCGKCQ
CYAGWLGPLCNCSAGASTDSVMCIE
RGKTEPCSGRGDCMCGTCVCYNPN
QFEGPYCQFDKSQCQRFGGFLCNE
RGSCSMGRCVCSPGWSGEACECPT
SNDSCRDSKGGICNDRGVCKCGRC
ECEHSGLPLSPTCEANFQQQVGMC
EAKRSCVQCQAWSTGERKGRKCDE
CPFKIVRVDELEEDKNVIETCSFRDE
DDDCTYHYNVNYPSNITDKEHRVLV
KKKKDCPPAGFLWLIPLIMFLMLLL
GLLLLCCWKYCACCQSCLALLPCCA
RGRMVGFKENQYLLRQSFLQNDYL
DTPMVRSGPLKSTDVVRWKVADNV
HRGTNHPQNQIRPNPKETIQYPVSL
RLNRQFSEVLSNPDARDTDMLRRE
VEDNLNDVFLQIPGAQPVQKTLFRT
QRNSGKRQNNTIVDTVLSAPRSSYP
DIVKLTDKQVQSGNFRDLKVIPGYYT
VASDKEAAGAVEFPENVESVDVRVP
LFIKDEDDEKKELLVQAVDVPVGIAK
IGKDHVNITVLKEQASSVFTFLEPSY
TYSRQDGVANIPIKRQIIEDGRAQVTY
STADLTAKDKKDYISVDGDLSYGAGE
TEKIVPVKLLELGEQDGLLEDKQVK
QFVMDLTNPRQSAKLGRYPRTVITIA
DKPESSVMAFKKSTQTFSTTDSLYTI
PVERTGNRETPATVHWRTNKASRFD
ISSPLKFAPGEAEKNILINPRTHPSPII
PEKFNLELLDPSNNAIIGKRKTTEVI
VTDGRGDGKNQDFQKMEYVTQTAT
SPGGRLYSPANIKAVATGPKNIRLN
WKPSQNANGYKVKYWIYGDPEDKA
KFMDVKTPQAELTNLDPYCDYEMR
VCGYNALGDGNYSDIIQCQTLEDIPG
EPGRLAFNVISPTVTQVSWAEPAEA
NGIITGYEVIYMPINEDKKPTGPPKK
VMIDNPKKRMLLIENLQPSQTYCYK
VRASNKVGWGPYREATINLASQPTR
PMSIPIIPDIPIVDAEAGEEYDSYLMY
SNEVLRSPTSSLRPSVTDLSDDQFV
NGKWEQNFLFPGGGGGSLSRNISSS
STTYSHSTPRTNVTNNSSTTTYISGK
GGSTTHRYDVRDGGLLKEDVILRKR
SENRHYTEGDGVRDSIVMGNLSGG
LLDNLGVSSFSQTTSTSYSLSSRART
QSEDINDALLNLDSVLQESRFTPGV
PATPSRLVFSALGHTALKVSWQEPH
CESDVLGYCVLYQLINGGDVKRIEVN
NPAQNSVLVQDLLPNQSYIFKVKAQ
SREGWGPEREGVITIESNVDPKSPLS
PVPGSPFTLSTPSAPGPLIFTALRPDT
LQLSWEKPRKPNGDILGYVVTCEQL
HGGGDLRSFQVNGNAATSLTVSDLK
ENMPYKFKVQAQTTQGFGPEREGII
TIESQDGGSMSQYSSQSVTKREVFN
LPTEITHTSHTMFSEPFVSSDGMM
MMSSRQITESGGSMTRQVEMVQRG
VMSSSTVTKRLERQYYEA

NaN NaN NaN NaN NaN NaN NaN NaN None


