rerio

RIEELNKTANGNVEAKVVCLFRRRD
ISASLNTLADSNARDFEEESKQPSTS
EQQKHQLKHRELFLSRQFESLPATH
IRGKCNVTLLNETDVLTGYLEREDC
FFYSLVFDPVQKTLLADQGEIRVGSK
[YQAEIPDKLAEVEADSRVQEKLETKV
WDPNNQLKDPQIDQFLVVARAVGTF
ARALDCSSSIRQPSLHMSAAAASRDI
TLFHAMDTLQKNGYDLAKAMSTLV
PQGGPVLCRDEMEEWSASEAMLFE
EALEKYGKDFNDIRQDFLPWKSLAS
VVQFYYMWKTTDRYIQQKRLKAAEA
DSKLKQVYIPTYTKPNPNQITAPGNK
PGMNGATGYQKGLSCESCHTAQSQ
QWYAWGPPNMQCRLCSSCWIYWK
KYGGLKTPTQLEGATRASSEAAPRG
HMTRQEVQGMSPFTSSAGRAKLLA
KNRQTFILQTTKLTRIARRVCQDILQ
SRRAARRPYASINANAVKAECMIRLP
KAAKSGVKNRPIPRPSLINIVKDLAIQ
IAPLKLKAPRGAPTPINRNQVNQPRS
IASALLGKRPFDNAGGHLLSTNGRPF
IAMGMRAANQSVIKRQKVSQGDAPN

PVVFVATKDTRYAFQEP

UniprotkB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(.lop lasmic golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
AOASBM2BJH3 |AOASM2BJH3_DANRE [Danio NaN [26.412228 NaN NaN 40044042 MAANMYRVGDYVYFENSSSNPYLIR |[NaN NaN NaN |[NaN NaN NaN NaN NaN None




