UniprotkB Entry name organism full name |oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane [region
AOABM2BKR2 |AOAB8M2BKR2_DANRE [Danio Exocyst 26.412228 NaN NaN 40044042 MIPTEDASARKREIEEKLKQEQETLS |NaN NaN NaN [NaN NaN NaN NaN NaN None
rerio complex FIRESLEKSDQLTKGMVSILSSFESR
component LMQLENSIIPVHKQTENLQRLQENV

7

DKTLSNMDHVISYYHVAKDTDKIIRE
GPAGRLYEYLACIAKIQKAVEYFQDN
NPDSPELNTVKARFEKGKELLEAEF
RSLLTRYSKPVPPVLILDAIGGDEDM
EVQEEVTLEHLPEAVLQDIICISAWL
VEYGRNQDFMNVYFQVRSSQLDRSI
KGLKEHFRKNSATSAIHSPAVQTKR
KETPTKKAPKRPGKDDVLDIEIDSYI
HCISAFVKLAQSEYALLTEIIPEHHQ
KKTFDSLIQEALDNLMLEGDNIVSA
ARRAIMRHDYSAVLTIFPILRHLKQT
KPDFDATLQGTAASTKNKLPALITSM
ETIGAKALEEFADSIKNDPDKEYNM
PKDGTVHELTSNAILFLQQLLDFQET
AGAMLASQVLGDTYNIPLDPRESSS
SASSYSSEFSRKLLSTYIYKVLGNLQ
LNLSNKAKVYEDPALRAIFLHNNYN
YILKSLEKSELIQLVAVTVKKVESSYR
ELIEQEIQNYQRSWLRVTEHLAERNI
PDFQPGAKLKDKERQIIKDKFKGFN
DGLEELCKIQKGWAVPDKEQRDTIR
HAQKRVVSLTYKAFLQRCANISFTK
NPEKYHRYSPEQVEDMIDRLFDTSA




