
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8M3AI36 A0A8M3AI36_DANRE Danio
rerio

Neurobeachin 26.412228 NaN NaN 40044042 MASAGDSAVQIPIRGIRMKFAVLAGL
LEAGEVSNRDTVETIFNLLVGGQFD
LEMNFIIQETESIICMVELLDKCDST
CQAEVWSMFTAVLKKSLRNLQACT
DIGLIQLVLQRIDRAETMIADLMVDM
LGVLASYSITVKELKLYFSKLKGEQG
QWPPHAVKLLSVLKSMAQRNGPDS
FFSFPGKSAAAIALPPIAKWPYQNGF
TFHTWLRLDPINNINVDKDKPYLYC
FRTNKGLGYSAHFVGGCLIVTSLKSK
AKGFQHCVKYDFKPQKWYMVTIVHI
YNRWKNSEISCYVNGELASYGEITW
FVNTSDTFDKCFLGSSETADANRVF
CGQMGAVYLFSEALSAAQILAIYQLG
PGYKGTFKHKAESDLLFAEHHKMLL
YDGKLSACIAFTYNPRATDAQLCLES
SPKDNASIFVHSPHALMLQDVKAVV
THSVQSAIHSIGGVQVLFPLFAQLDF
LQHSGDELDTSVCCTLLSFVMELLK
GSVAMQEQVLACKGFLVIGYSLEKS
SKVHVTRPVLDIVLAFARYLSNLPTG
VMLLKQLCDHILFNPTIWIHAPAKV
QLVLYTYLATEFISTVTIYNAIRRVGT
VLQVMHTLKYFYWVVNPLDRSGITP
KGLDGPRPNQKEIHSLRAFLLLFVK
QLIMKDHGIKEDELQSILNYLLTMH
EDDNLMDVLQLLVALMSEHPGSMV
QAFDQRNGIRVIFKLLASTSEGIRVQ
ALKVLGYFLKYLSPKRKSEVMLAHG
LFSLLTERLMLHSNQFTVTTYNVLF
EILTEQICTQVIHKQHPDPDSTVKIQ
NPQILKVIAALLKNAPPEAESMEVRR
IFLSDMIKLFNNSRENRRSLLQCSV
WQEWMLSLCFINPKNSEEQKITEM
VYAIFRILLYHAIKYEWGGWRVWVD
TLSITHSKVTFEQHKENLARMFLEY
QRMGSEGGSESRIRTISGVSQDSQF
LASANGELHTEEKAPSTVIELRVEEQ
DNDQTADNEEMQTQIPVTVSNILVR
DEEERQTDTVATSLEMQDRDKDEQ
YAVKEPKKDNEIKHMDDNHKTGDE
DREQMENVKTEGRVEEESSNLSIKD
DTDSPQTETDKNAKDATEAVKMSD
EGKTSNAENEQNVQVEDEKKDLGD
STLEAVKEDSTQKSSEVLVHEETSTT
GASVVNEDSTDVSSASNFVKVSDDS
TEDSSFVSATTGETDDHGVEREDGG
KEKENKSETDKDEKLMENEKTVGIQ
DSPAPMVEVDLNQSSSPEETKPQTE
GHGDVEAEQTTTEQKSKAEVSSSAE
SISQDAANNQDSPKVAGTDNTANKT
KEIKIARLDVSSVASDTERLELKDTS
ATNPSANQAAPTSPTGQSNEGSSSA
RSTMFRIPEFKWSHMHQRLLTDLLF
SIETDVQMWRSHSTKTVMDFVNSS
ENVVFVHNTVHLISQVVDNLIMACG
GILPLLSAATSSSHELENIEPSQGLA
VEASLMFLQRLINLVDVLIFASSLNF
TEIEAEKNMSSGGILRQCLRLVCAM
AVRNCLECQQHTLSKSGAESSRGQ
QSLLGAAKSIPAQSPVDIVTGGMSPI
RDLDRLLQDMDINRLRAVVFRDIED
SKQAQFLALAVVYFISVLMVSKYRDI
LEPHNDRRNTQRSQSVRSTESVQSD
LENGLSPLHRDSGIEDEKASDIQSN
VKAQTGPDAVSEALSTLSDEVRRGQ
EDRDSKGKNVNVKDILRSLVSAPSD
DIMVDPSLIPPGFLGAVSEASRDQSI
QFHSFDRSVVVAPKKAGGAPSPGMS
TVSASASVPSATAASSGGTPVNSVSV
VSAGETVQSTESTPGGTSTSSNLPSV
PALSPMTQTSTPNMSISERLEHALE
KAAPLLREIFVDFAPFLSRTLLGSHG
QELLIEGTSLVCMKSSSSVVELVMLL
CSQEWQNSIQKNAGLAFIELVNEGR
LLSHTMKDHLVRVANEAEFILSRQR
AEDIQKHAEFESHCAQYSAEKRDEE
KMCDHLIRAAKYRDHVTSTQLIQKIV

NaN NaN NaN NaN NaN NaN NaN NaN None



NILTDKHGAWGSSAFSRPREFWRLD
YWEDDLRRRRRFIRNPFGSTHSEAT
LKAAAEHAPEEDVLKGKQSIRSSVLG
NQNSESELLLEDDDTLSSLEEKELE
NLTGPVNLSTSAQLVAPAVVVKGTLS
ITALELYFEVDEEDPSFKNIDPKILAY
TEGLHGKWLFTEIRAVFSRRYLLQN
TALEVFMANRTAVMFNFPDAATVK
KVVHCLPRVGVGTNVGLPQTRRISL
ASPKQLYKASNMTQRWQRREISNFE
YLMFLNTISGRTFNDLNQYPVFPWV
ITNYDSEELDLTLPSNYRDLSKPIGA
LNPKRAAFFSERFESWEDEQVPKFH
YGTHYSTSSFTQMWLLRIEPFTTFFL
NFQGGKFDHADRTFSSVSRAWRNC
QRDTSDVKELIPEFYYLPEMFVNSN
NYNLGVMDDGTVVSDVELPPWAKS
PEEFVRINRLALESEFVSCQLHQWI
DLIFGYKQQGPEAIRALNVFYYLTYE
GAVNLSSISDPMLREAVESQIRSFGQ
TPCQLLIEPHPPRSSAMQVYLLLQTP
LMFTEQMQQDVIMVLKFPSNSPVT
HVAANTQSGLTNAAVITVTANRLFA
VNKWHGLTGHQTSSVQDQQYQLPV
EIDPLIASNVGAHRRQISDLLDQSIQ
VNAQCFVITADNRFILLCGFWDKSF
RVYSTDTGKLTQIVFGHLDVVTCLAR
SESYIGGDCYVLSGSRDATLLLWYW
NGKHSSIGESAGTEFVTPRAILTGHD
CEVTCASVCAELGLVISGCREGPCLV
HSMNGDLLRTLEGPDGCMRPRLVL
SSTEGHCVIYYDKGHFCVFSINGKLL
GHMEVEDNIKAMLLSKDGQYLLCG
GDAGVLNVWQIHDLKQLFTYPGCDA
GIRSMAIAHDQRCIITGMASGSIVLF
YNDFNRWHHEYQTRY


