UniprotKB Entry name organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus / membrane [region
AOABM3AI36 |AOASBM3AI36_DANRE Danio Neurobeachin [26.412228 NaN NaN 40044042 MASAGDSAVQIPIRGIRMKFAVLAGL [NaN NaN NaN NaN NaN NaN NaN NaN None
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LEAGEVSNRDTVETIFNLLVGGQFD
LEMNFIIQETESIICMVELLDKCDST
CQAEVWSMFTAVLKKSLRNLQACT
DIGLIQLVLQRIDRAETMIADLMVDM
LGVLASYSITVKELKLYFSKLKGEQG
QWPPHAVKLLSVLKSMAQRNGPDS
FFSFPGKSAAAIALPPIAKWPYQNGF
TFHTWLRLDPINNINVDKDKPYLYC
FRTNKGLGYSAHFVGGCLIVTSLKSK
IAKGFQHCVKYDFKPQKWYMVTIVHI
IYNRWKNSEISCYVNGELASYGEITW
FVNTSDTFDKCFLGSSETADANRVF
CGQMGAVYLFSEALSAAQILAIYQLG
PGYKGTFKHKAESDLLFAEHHKMLL
[YDGKLSACIAFTYNPRATDAQLCLES
SPKDNASIFVHSPHALMLQDVKAVV
THSVQSAIHSIGGVQVLFPLFAQLDF
LQHSGDELDTSVCCTLLSFVMELLK
GSVAMQEQVLACKGFLVIGYSLEKS
SKVHVTRPVLDIVLAFARYLSNLPTG
IVMLLKQLCDHILFNPTIWIHAPAKV
QLVLYTYLATEFISTVTIYNAIRRVGT
IVLQVMHTLKYFYWVVNPLDRSGITP
KGLDGPRPNQKEIHSLRAFLLLFVK
QLIMKDHGIKEDELQSILNYLLTMH
EDDNLMDVLQLLVALMSEHPGSMV
QAFDQRNGIRVIFKLLASTSEGIRVQ
IALKVLGYFLKYLSPKRKSEVMLAHG
LFSLLTERLMLHSNQFTVTTYNVLF
EILTEQICTQVIHKQHPDPDSTVKIQ
NPQILKVIAALLKNAPPEAESMEVRR
IFLSDMIKLFNNSRENRRSLLQCSV
WQEWMLSLCFINPKNSEEQKITEM
IVYAIFRILLYHAIKYEWGGWRVWVD
TLSITHSKVTFEQHKENLARMFLEY
QRMGSEGGSESRIRTISGVSQDSQF
LASANGELHTEEKAPSTVIELRVEEQ
DNDQTADNEEMQTQIPVTVSNILVR
DEEERQTDTVATSLEMQDRDKDEQ
IYAVKEPKKDNEIKHMDDNHKTGDE
DREQMENVKTEGRVEEESSNLSIKD
DTDSPQTETDKNAKDATEAVKMSD
EGKTSNAENEQNVQVEDEKKDLGD
STLEAVKEDSTQKSSEVLVHEETSTT
GASVVNEDSTDVSSASNFVKVSDDS
TEDSSFVSATTGETDDHGVEREDGG
KEKENKSETDKDEKLMENEKTVGIQ
DSPAPMVEVDLNQSSSPEETKPQTE
GHGDVEAEQTTTEQKSKAEVSSSAE
SISQDAANNQDSPKVAGTDNTANKT
KEIKIARLDVSSVASDTERLELKDTS
IATNPSANQAAPTSPTGQSNEGSSSA
RSTMFRIPEFKWSHMHQRLLTDLLF
SIETDVQMWRSHSTKTVMDFVNSS
ENVVFVHNTVHLISQVVDNLIMACG
GILPLLSAATSSSHELENIEPSQGLA
VEASLMFLQRLINLVDVLIFASSLNF
TEIEAEKNMSSGGILRQCLRLVCAM
IAVRNCLECQQHTLSKSGAESSRGQ
QSLLGAAKSIPAQSPVDIVIGGMSPI
RDLDRLLQDMDINRLRAVVFRDIED
SKQAQFLALAVVYFISVLMVSKYRDI
LEPHNDRRNTQRSQSVRSTESVQSD
LENGLSPLHRDSGIEDEKASDIQSN
IVKAQTGPDAVSEALSTLSDEVRRGQ
EDRDSKGKNVNVKDILRSLVSAPSD
DIMVDPSLIPPGFLGAVSEASRDQSI
QFHSFDRSVVVAPKKAGGAPSPGMS
TVSASASVPSATAASSGGTPVNSVSV
IVSAGETVQSTESTPGGTSTSSNLPSV
PALSPMTQTSTPNMSISERLEHALE
KAAPLLREIFVDFAPFLSRTLLGSHG
QELLIEGTSLVCMKSSSSVVELVMLL
CSQEWQNSIQKNAGLAFIELVNEGR
LLSHTMKDHLVRVANEAEFILSRQR
AEDIQKHAEFESHCAQYSAEKRDEE
KMCDHLIRAAKYRDHVTSTQLIQKIV




NILTDKHGAWGSSAFSRPREFWRLD
YWEDDLRRRRRFIRNPFGSTHSEAT
LKAAAEHAPEEDVLKGKQSIRSSVLG
NQNSESELLLEDDDTLSSLEEKELE
NLTGPVNLSTSAQLVAPAVVVKGTLS
ITALELYFEVDEEDPSFKNIDPKILAY
TEGLHGKWLFTEIRAVFSRRYLLQN
TALEVFMANRTAVMFNFPDAATVK
KVVHCLPRVGVGTNVGLPQTRRISL
IASPKQLYKASNMTQRWQRREISNFE
YLMFLNTISGRTFNDLNQYPVFPWV
ITNYDSEELDLTLPSNYRDLSKPIGA
LNPKRAAFFSERFESWEDEQVPKFH
YGTHYSTSSFTQMWLLRIEPFTTFFL
NFQGGKFDHADRTFSSVSRAWRNC
QRDTSDVKELIPEFYYLPEMFVNSN
NYNLGVMDDGTVVSDVELPPWAKS
PEEFVRINRLALESEFVSCQLHQWI
DLIFGYKQQGPEAIRALNVFYYLTYE
GAVNLSSISDPMLREAVESQIRSFGQ
TPCQLLIEPHPPRSSAMQVYLLLQTP
LMFTEQMQQDVIMVLKFPSNSPVT
HVAANTQSGLTNAAVITVTANRLFA
IVNKWHGLTGHQTSSVQDQQYQLPV
EIDPLIASNVGAHRRQISDLLDQSIQ
IVNAQCFVITADNRFILLCGFWDKSF
RVYSTDTGKLTQIVFGHLDVVTCLAR
SESYIGGDCYVLSGSRDATLLLWYW
NGKHSSIGESAGTEFVTPRAILTGHD
CEVTCASVCAELGLVISGCREGPCLV
HSMNGDLLRTLEGPDGCMRPRLVL
SSTEGHCVIYYDKGHFCVFSINGKLL
GHMEVEDNIKAMLLSKDGQYLLCG
GDAGVLNVWQIHDLKQLFTYPGCDA
GIRSMAIAHDQRCIITGMASGSIVLF
YNDFNRWHHEYQTRY




