
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8M3AJX0 A0A8M3AJX0_DANRE Danio
rerio

E3
ubiquitin-
protein
ligase

26.412228 NaN NaN 40044042 MADVDPDTLLEWLQMGQGDERDM
QLIALEQLCMLLLMSDNVDRCFETC
PPRTFLPALCKIFLDESAPDNVLEVT
ARAITYYLDVSAECTRRIVGVDGAIKA
LCNRLVVVELNNRTSRDLAEQCVKV
LELICTRESGAVFEAGGLNCVLSFIR
DSGHLVHKDTLHSAMAVVSRLCSK
MEPQDSSLETCVESLSSLLKHEDHQ
VSDGALRCFASLADRFTRRGVDPAP
LAKHGLTEELLSRMAAAGGTASGPS
STCKPGRTSSGAAPSAADSKLSNQV
STIVSLLSTLCRGSPLVTHDLLRSELP
DSMESALQGDERCVLDTMRLVDLL
LVLLFEGRKALPKSTAGSTGRIPGLR
RLDSSGERSHRQLIDCIRSKDTDALI
DAIDTGAFEVNFMDDVGQTLLNWA
SAFGTQEMVEFLCERGADVNRGQR
SSSLHYAACFGRPQVAKTLLRHGAN
PDLRDEDGKTPLDKARERGHSEVVA
ILQSPGDWMCPVNKGDDKKKKDVN
KEEEEGSEPKGDPEMAPIYLKRLLPV
FAQTFQQTMLPSIRKASLALIRKMV
HYSSEVLLKEVCDSDAGHNLPTVLV
EITATVLDQEDDDDGHLLALQIIRDL
VDKGGDVFLDQLARLGVINKVSTLA
GPTSDDENEEEAKPEKDDEPQEDAK
EIQQGKPYHWRDWSIIRGRDCLYIW
SDAAALELSNGSNGWFRFILDGKLA
TMYSSGSPEGGSDSSESRSEFLEKL
QRARSQVKPVTASQPILSTQGPTKLT
VGNWSLTCLKEGEIAIHNSDGQQAT
ILKEDLPGFVFESNRGTKHSFTAETS
LGSEFVTGWTGKRGRKLKSKLEKTK
QKVKTMARDLYDDHFKAVESMPRG
VVVTLRNIATQLESAWELHTNRQCI
EGENTWRDLMKTALENLIVVLKDE
NTISPYEMCSSGLVQALFTVLSNSVE
LDIKHDCKPLMERINVFKTAFTENE
DDESRPAVALIRKLIAVLESIERLPLH
LYDTPGSTYNLQILTRRLRFRLERAP
GETALIDRTGRMLKMEPLATVESLE
QYLLKMVAKQWYDFDRSSFIFVRKL
REGQNFTFRHQHDFDENGIVYWIGT
NAKTAYEWVNPAAYGLVVVTSSEGR
NLPYGRLEDILSRDSSALNCHTNDD
KNAWFAIDLGLWFVPSAYTLRHARG
YGRSALRNWVFQVSKDGQNWMTLY
THVDDSSLNEPGSTATWPLDPSKDE
KQGWRHIRIKQMGKNASGQTHYLS
LSGLEIYGTVTGVCEDQLGKAVKEAE
ANLRRQRRLFRSQVMKYIVPGARVV
RGIDWKWRDQDGNPAGEGTVTGEA
HNGWIDVTWDAGGSNSYRMGAEG
KFDLKLAPGYDPESAPSPKPVSSTVA
GTPQSWSSLVKNNCPDKGGSSSTAG
ASSSSRKGSSSSVCSVASSSDISLSST
RVERRVESLFEQGVGVIGGPPGAEG
QEPIVVLSSAEAGSASSTSTLTADTG
SESERKTPGPDGTRQSAESTAISMGI
VSVSSPDVSSVSESSSKDAASQRPLC
SATSARLSVSSLLAAGAPMSSSASVP
NLSSREASLMESFVRRAPNMSRTN
ATNNMNLSRSSSDNNTNTLGRNV
MSTATSPLMGAQSFPNLTTTGTTST
VTMSTSIVTSSNNVATATTGLSVGQL
LSNTLTTSLTSTSSESDTGQEAEFSL
YDFLDSCRANTLLAELDDEEDLPEP
DDDDDENEDDNQEEQEYEEVLVRS
RVNLGYHVHIHREEEEYETKGGRRR
TWDDDFVLKRQFSALVPAFDPRPGR
TNVQQTTDLEIPPPGTPRSEVQEEVE
CAPSPRLALILKVAGLGTTREVELPL
TNYKSTIFYYVQKLLQLSCNGAIKPD
KLRRIWEPTYTIMYRELKDSDKERES
GKMGCWSVEHVEQYLGTDELPKND
LITYMQKNADSTFLRHWKLTGSNKS
IRKNRNCSQLIAAYKDFCERGCRSS

NaN NaN NaN NaN NaN NaN NaN NaN None



GLSSGTLSTTQSCDILSAAREQAQAK
AGSGQSACSVEDVLQLLRILFTIGGE
PTSGRTLQEDVEELQFNASPEEFTS
KKITTKILQQIEEPLALASGALPDWC
EQLTSKCPFLIPFETRQLYFTCTAFG
ASRAIVWLQNRREATMERSRPSTTV
RRDDPGEFRVGRLKHERVKVPRGES
MMEWAESVMQIHADRKSVLEVEFQ
GEEGTGLGPTLEFYALVAAEFQRTSL
GIWLCDDDFPDDESRQVDLGGGLKP
PGYYVQRSCGLFPAPFPQDSDELERI
TKLFLFLGIFLAKCIQDNRLVDLPISQ
PFFKLLCMGDIKSNMSKLLYQTRGE
SDCHFSEIQSEASTEEGQDTYSVGSF
DEDSKSEFILDPPKPKPPAWYHGILT
WEDFELVNPHRALFLKELKALSVKR
RQILGNKSLSEDEKNTRLQDLMLKN
PMGSGPPLCVEDLGLNFQFCPSSKV
HGFSSVDLKPNGEDEMVTMDNAEE
YVELMFDFCMHTGIQKQMEAFREG
FNKVFPMEKLSSFSHKEVQMILCGN
QSPSWTAEDIVNYTEPKLGYTRDSP
GFLRFVRVLCGMSSDERKAFLQFTT
GCSTLPPGGLANLHPRLTIVRKVDAT
DASYPSVNTCVHYLKLPEYSSEEIMR
ERLLAATMEKGFHLN


