UniprotKB Entry name organism full name (oglcnacscore o.glcnac p_h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
IAOABM3AK]3 |AOABM3AK]J3 DANRE |Danio Eukaryotic 26.412228 NaN NaN 40044042 MGKKQKNKGDDGAKDELDALAAEI (NaN NaN NaN  [NaN NaN NaN NaN NaN None

rerio

translation
initiation
factor 5B

EGAGAGKEQSKSKSKKKKGKKDDF
DEDDIQKELEELTLENQGGKVKEAE
KKSDPVEDAEPQPALTKADKKKAKK
GKKANLEDEEGDEDQGQNDMENE
HRTKDTKKVEAPAPAAPASDSEDEG
SLSRRKPKAKKKGGQKAASDSGDSE
DNSATKGGAGDDDESDDDSQAARK
KKKGKAKAKPESEEDEGDDSTFKM
KTAAQKKAEKKEREKKKKEEERAKL
KAKKEKEEEALKSAATPSTESKKLEK
IAASLDLDGADVQGEEEAEGDKKKK
DKKKKKGEKEDKEKDKKKGPNKAT
IVRAMQEALAKMKEEEERAKREEEE
RLKRLEELEAQRLEQERLEAERKEK
KKQKDKERKERLKKEGKLLTKAQKE
IARARAEATLRALQAQGVEVPSKDAM
PKKKPVYSDKRKKKPTAQTPEETSEV
TSPTSVIPQPIMMEMEVDKPEAQPV
KEPKAEAALDDWEAMASDEEKEMK
KVHIEVKETTTAVQKPTEENGSEEEE
DEDEEDDEDDEEDEEEDGEEESED
EEDNKESSNKTTANKARKEASSESS
SESDSDDDRTKEERLYDKAKKRIEK
RRQENLKNIILDKLRAPVVCVLGHV
DTGKTKILDKLRHTHVQDGEAGGIT
QQIGATNVPLDTIVEQTKMVKNFDR
DNVKIPGMLIIDTPGHESFSNLRNR
GSSLCDIAILVVDIMHGLEPQTLESI
NLLKEKKCPFIVALNKIDRLYDWKKS
PDTDVVTTLKKQKKNTKDEFDERAK
SVIVEFAQQGLNAALFYENKDPRTF
IVSLVPTSAHSGDGMGNLIALLVELT
QTMLARRLAHCDELRAQVMEVKAL
PGMGTTIDVILINGHLREGDTIIVPGV
DGPIVTQIRGLLLPPPLKELRVKNQY
EKHKEVCTAQGVKILGKDLEKTLAG
LPLLVAHKEDEVPVLRDELVRELKQ
TLNAIKLEEKGVYVQASTLGSLEALL
EFLRTSKVPYAGINIGPVHKKDVMK
IASTMLEHDPQYAVILAFDVKIERDSQ
EMADSLGVRIFSAEIITYHLFDAFTKY
REDYKKQKQDEFKHIAVFPCKLRILP
QFIFNSRDPIVMGVTVEAGVLRTGTP
LCVPSKGFVDIGIVTSIEVNHKSVDT
IAKKGQEICVKIEPIPGEAPKMFGRHF
EAVDIIVSKITRQSIDALKNWFRDEM
QKSDWQLIMELKKTFEIIL




