UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
IAOABM3AQES8 |A0ABM3AQE8_DANRE |Danio Rho 26.412228 NaN NaN 40044042  MMKKQFNRMKQLANQTVGRAEKT (NaN NaN NaN |[NaN NaN NaN NaN NaN None
rerio GTPase- EVLSDDLLLIERRLENVRLVSHNVH
activating KKMVMCLQGNVGTDAEKRHKKLPL
protein MILSQSMVEGVAQLGEESLIGKMM
17 DICGDAENKLAFEQSQHEVLLEKDI

LDPLNQLAEVDIPNIQKQRRHLAKL
IVLDYDSAKGRYHQATKSFPSATNAQ
IAMAAKVDMLKEEMDEAQNRMEICK
DQVAADMYSFASKEGEYARYYVLLL
EAQAEYHRRALASIESVLPNIQSQQD
KWMEKPAFGTALEEHLKRTGREVA
LPIEACVMMLLETGMQEEGLFRIAA
GASKLKKLKAALDCSTSQLEEFYSDP
HAVAGALKSYLRELPEPLMSYQLYE
EWIQASNISDPDKRLQALWVVCDML
PKANKTNFRYLVKFLAKLALESDVN
KMTASNIAIVLGPNLLWAKTEGSLA
EMAATTSVHVVSIIELIINHAGWFFP
GDVDFNVSGVFAMPGCPGTPDVEY
GTIERRRPGSQGSLDSDTARKDSPA
NKQPEFAPRRTGTITKKQHSTPNFQ
PPLPPIEAGGGSAFESCPQLPAAGLE
ALQTQQTLVQQSPASDNSLSSRDSV
STPPTMRNGPGGSSGTPAPAQLSVG
TPTSSPKGPSPFMVRRGTKKQAPAP
PKPSVPATSPSVKATPNQPISNPYST
PGTPQPLIAPRRTNQTPIQAPSHPPP
QPPSQPPSHTEEAVPSPPRTPTPPGT
PPHDSSQSRPRPTPRSRPKPSGPPPP
QPADGANGVCVSASKIISDGDGEAE
GEQRSLSGSGLDLVPELKEDEPTVV
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