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SAPITHAGSLRSIRSASEPVHCLWGS
'WSSWSACDRCSKTQTQIRFVAVFSQ
FGGQPCTGSSTRTQTCISTQVCPLEE
GCGGRFRCQSGKCISLSLVCNSDQD
CEDGSDEQRCDSKPICKISENTNLQ
KPPPNVEITGQGFDAAKREARGTVIN
TKSFGGLCQKTFSGDHKDFYRLPQS
VLSYSFQVTAKNDFTDESFASSWHY
LHHYEKHEKTTGTDYGHDDYVFHD
ELSQSKSKNLMIIKSDVEVGQFKNK
DPEYLPLSEDFWKALVALPVVYDYAA
YRNVLERFGTHYISEGSLGGHFKLYL
MASEDVISKLKSEKRDYEDCVVTSH
SVMFFIRWSTKTCKTDTIDETKTFYK
SIPESDMKTDIIGGDPGFIAKLSMFY
KYDVKENARTFSQWSGSLKYYPRIIK
SKLRSLHELVKEVPCAGLKRFLLKRA
IETYLTEKHSCQCRECQNNGLRVLD
GNVCKCVCKPGTSGQACEYGTAYDE
QPGVIHGDWACWSSWSSCSGGQKS
RRRSCTRPAPSGGRDCIGNTEERTA
CEDEEELNHLRSMEPHCFDDSIKPR
ESCKTPPFVPNGFVLYPKDVYPVGSK
IEYTCIEGYHLIGNAIAKCQEDLNWL
QYPVECKKTQCDPPQLPPDVTANPW
KLNYNIGEAIALSCPEGKVKEGLDEI
QCNAGLSWSPQPKNTKCLTVLKPTV
VPVKCQPWENLAKDKCVCKVPHQC
KSSLEVCVTDEKRGRTQRLSVCKVQ
AMRCLGHQYSLAEDSACQWTQPST
NNCTRCTLGETCDEQTNSCRCKTSE
DCSSPDTWIHVCVKQDKASAPVTMT

ECEVAMRKCRGETVHIVSIQACQS

UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(.lop lasmic golgi plasma eXtI.‘acellular
ID name sites sites reticulum apparatus membrane region
AOABM3AV96 |AOABM3AV96_DANRE [Danio NaN [26.412228 NaN NaN 40044042 MCVLLQIATMKCVFLHGVFLLSLLS |[NaN NaN NaN [NaN NaN NaN NaN NaN None




