rerio

lgamma-
glutamyltransferase
2

TDHHTHEITQERLIIRRGQAFSLKISA
ENIQQNHISITAETGPGVSEVKHTLF
SFSTQSSTNPAQVCSRSESSVSLALV
FPSDAPVGRYSVCVKHGSSSCMNTL
TLLFNPWCKDDHVYLPSEAERQEYI
MSEQGVLYKGVDEYITSMNWDYGQ
FEEDIVDICLKLLDLNPKCLKDPQED
IYSARCNPVYVSRVVSAMINCNDDQG
IVLAGQWGDSYTGGVPPSRWSSSVEI
LRRWVKYNCSPVKYGQCWVFAAVM
CTVLRCLGIPCRVVTNYQSAHDTDR
NLVVDEYFSDYGVRPKNSQDSVWN
FHVWVEAWMRRPDLTEDTLYDGW
QVLDPTPQEKSSGTYCCGPAPVMAIL
EGHTEVKYDVPFVFAEVNADRVCWL
LMTDGSRKKIMSDSRSVGQNLSTKA
IVGSSSRLDITDLYKHGEGSAQERAVY
TEAVHRLTDLQIPESPPVSVQMRLSL
DVPPLNGADVPLKLFLKGSRAQCVC
VNISAQVMRYTGAPAAAVWSHSTDV
QLQDTEEKALSFTLPYSAYGHRMLE
NNCIKVSAIAREKNNPKDTYLTEKNI
ILHTPNLSITVSGSPLLDSEMTATVQ
FENPLSSTLQNCSISLSGSGLLKSTE
KSSTVQLGPGQRIRLQVSFTPYRLGL
KKLMATFNSATFKDVQASADVDVRS
A

UniprotKB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr_acellula
ID sites sites reticulum |apparatus membrane region
AOABM3BAQ1 |AOASBM3BAQ1_DANRE [Danio Protein-glutamine [26.412228 NaN NaN 40044042 [MCSSSSSNTPDQGVRVDLECVKNN |NaN NaN NaN |NaN NaN NaN NaN NaN None




