UniprotKB Entry name organism full loglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
AOABM3BBKO |AOA8BM3BBK0_DANRE |Danio NaN |26.412228 NaN NaN 40044042 MAADTQGQVSDTLKRFAVKVTSSSV [NaN NaN NaN  [NaN NaN NaN NaN NaN None
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KERKEILGELKECVKGKELPEPAIKG
LCRLFYLTLHRYRDAASRRALLSVIE
IVLVQSQPDVVASNLPSGLLSCGVVS
RGAMPGKSSASGACCALPWTCLIVR
FVFPTADKREGANWKKLVEVQSLLL
IAEAVGGASGNALKSINKHFNKLWK
EHPGLVDQYMSTVLSLDQSCVFVPL
LGLCVDFCTAQKDIATVNKHKAALL
DLYMKTVLMSKTRPLQHILEKSGSIL
RHMSHAEFKEQLLPTLQKALLRSPE
NCMQTISSMLASLTLDLSQYALDIG
KGISSQLKANNPELMEQAVAALQNL
TQQCSDPSAVQDLAKHLFNILAGSE
GKLTVVAQKMSVLSGIRSCSHHAVS
GSSSQSLSSSVAVMFIPYLQQEVHE
GTLVHAVSVLSQWTSRLTLDVPSEL
RDWFKKAFTLKTSTSAVRHAYLQAM
IGAFKGDSLSQAVDFLPLLIQTVEKA
IAAQNTQHTLLSEAVAASVLLCRLSV
LDSVSEAKLTSFWNLILDEKKPLFTT
EKFLSQASEEALCTVLLLCERLFLDQ
PQRLNNSKSQMYHQATVMPLLSRL
'WPVRKRAQQTVKKLLSSLGGSSLAH
GLLAELRVVINKHKILPADVLYTETG
ELTETGRSYVSPRVLQEALSVICSVA
IAQWNAPDETEKLALEILIVTHHPSIV
IAVRSELWSSLLSAMKLDAAQFIDKH
LEVILPRLLEANTDNQAVQNAVGSL
SLLSPNKLLPRVMDHVTQRLSNPAL
SLVTRQEYAIMQTPEGELYDKSIIMS
IAQQESTKKGNMKRENKAYSFKEQII
ELELQEEIKKKKGIKEEIQLTSKQKE
MMQIQLEKESTIRKRLQELDMELLC
AVGLLEAALARRPPLIWMHLPALVQ
IVLLPLLQSPLAASLIKRVFLQIGVTLM
PKELHQLAVLVGHVTLRLLKPECDL
DPAWAQEDLNTATQRTISLLHQRDG
KTGSDVLVLSAPAFSFCFPLLQAVLS
QSSGSSEESELMMTRALQVINTHAQ
LRAQDDTTDTFIDENGPELLPRVSM
LQLLTKVIGTSTPRLQVLASSCLTAL
CGSAGGQEGCALAEQPEIDVLLEAL
LSSCFSVRDAALRGLLEMELALPTD
STDVNGLKMLRRLWVAKFDVEEEA
RALAEKLWQALCLDLVPELCPLLIED
IVIQHEEAVRSAGAEALSSAVSQYQE
QSATVLSQLTQLYHQKLYRPPPVLDA
LGRVISEAPPDQWEARCGIALALNKL
IAEYLDESQVTPLFLFFVPDALNDRH
PEVRRCMLDAALSALNTHGKDNVS
SLLPVFEEFLKNAPQDASYDSVRQS
IVVILMGSLAKHLDKSDPKVKPIVAKL
ITALSTPSQQVQESVASCLPPLVPAIK
EDAGGMVRKLLQLLLESDKYAERKG
IAAYGLAGLVKGLGILSLKQQEIMTTL
TDAIQDKKNSRRREGALFAFEMLCN
MLGKLFEPYVVHVLPHLLLCFGDGN
QYVREAADDCAKAVMRNLSAHGVK
LVLPSLLVALEEESWRTKAGSVELLG
AMAYCAPKQLSSCLPNIVPKLTEVLT
DSHVKVQKAGQQALRQIGSVIRNPEI
LAITPILLDALTDPSHRTQHCLQTLL
DTKFVHFIDAPSLALIMPIVQRAFQD
RSTDTRKMAAQIIGNMYSLTDQKDL
SPYLPSVIPGLKASLLDPVPEVRTVSA
KALGAMVKGMGESSFEDLLPWLME
TLASEQSSVDRSGAAQGLAEVMAAL
GVEKLDKLMPDVVQTASKVDIASHV
RDGYIMMFIYLPLTFGDKFTPYVGPII
PCILKALADENEYVRDTALRAGQRII
SMYAETAIALLLPELEQGLFDDLWRI
RFSSVQLLGDLLFHISGVTGKMTTET
ASEDDNFGTAQSNKAIISALGAERR
NRVLSGLYMGRSDTQLVVRQASLHV
WKIVVSNTPRTLREILPTLFTLLLGFL
IASTCPDKRTIAARTLGDLVRKLGEKI




LPEIIPILEDGLRSDKSDERQGVCIGL
SEIMKSTSKDAVLVFSESLVPTVRKA
LCDPLEEVREAAAKTFEQLHTTIGH
QALDDILPALLKQLEDEETSEFALDG
LKQVMAVKSRSVLPYLVPKLTAPPV
NTRVLAFLSAVAGDALTRHLGVILPA
LLSSLKDKLGTEESLQELSNCQTVIL
SVEDEVGQRIIIEDLLEATRGADAGL
RQASITILNGYFSRTRLDYSAHTRTL
LSGLMRLMNDPNTEVLSQSWDTIN
SITKKLDAGSQLSLIDDLHRDIRSAA
IAEVKGQHLPGFCLPKKGVTCILPVLR
EGVLTGSPEQKEEAARALGGVIKLTS
IAEALRPSVVNITGPLIRILGDRFAWN
IVKTALLETLTLLLAKVGIALKPFLPQL
QTTFLKALQDSSRAVRLRAAEALGQ
LVSIHTKVDPLFTEQLAAIRNAEDSG
IVRETMLQALRFVIQGAGAKVDPAIRK
NITTTLLSMLGHDEDATRMASAGCI
GELCAFLSEEELKSVLQQHILADVSG
IVDWMVRHGRSLALSIAVKSAPAQLC
IVDEYNSSVLEAVLSSATADRIPIACS
GIRAMGFLMRHQLRTGGSESVSPRII
TQFIKCLQNQSSDIRLVAERVLWWV
WKEDETPILEPSLVKPLIKALLDNTK
DKNTSVRAQSEHTLVSLLRLRRGEH
NMQSISAILDSASNDLLSECYRRSLK
KISSLPDSNEEIDDTILT




