UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extlfacellular
ID name sites sites reticulum apparatus  membrane [region
AOABM6YZ95 |AOABM6YZ95 DANRE [Danio Kinesin-|26.412228 NaN NaN 40044042 MQCEKPDFVWSYTGKIRVFCRIRPL [NaN NaN NaN NaN NaN NaN NaN NaN None
rerio like TRAEQAKKGHITVACLDDYSVILETP
protein RGPREFQFDKIFNTECTQEEVFIESS

GLIQCAIDGFNVCIFAYGHTGSGKTF
TMVGDRDRRNPGLIPRTFTRIFEIIQ
DNESKFEFKVSAYMLELYNDRLQDL
FVSPAEAFNKRIEIKRDRKGLVFAQG
AETKDAASAGELFALFEQGSANRHI
AATKMNVESSRSHLIIGIMIESRNLT
NGSVSFGKLSLVDLAGSERAAKTGA
KDDQLKEANSINKSLSALGDVISALS
MEQPHVPYRNNKLTQLMQDSLGGN
AKTLMILNISPSDCNLDETLTSLIYAT
RVKAITNNAQRNVDSKEIAQLKEVIL
KLKSGQPVEEDV




