UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus mitochndrion em!oplasmw golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
AOABM6Z5L8 |AOABM6Z5L8 DANRE |Danio NaN [26.412228 NaN NaN 40044042 MKDFNENRSRITDAALDLTLFFLRE |[NaN NaN NaN |NaN NaN NaN NaN NaN None

rerio

MKQDQAADTLQGELFFINQLKCSLK
KKYQSVFEGIAQQGDSTLLNNIYTDL
IYITQGASEQVNTDHEIRQIEAASRRH
QSLEIQVECKHLFEAAEQHEQIRTVL
TKGVAGIGKSVSVQKFVLDWAEGKE
NQDISFIFPLPFREMNLKEKERQSLK
DLITQFFPETEGLNLTRSTRFKVLFIL
DGLDECRLPLNFAGNETCRDVSSAV
SLDVLLTNLIKGNLLPSALIWITSRPA
IAASKIPADCIDRLTEIRGFNDAQKEE
IYFRKRLTDQNQAREIIDHIKQSKSLFI
MCHIPVFCWISATVLQNILKLKHRA
HAETLQESPKTLTQMYTHFLRFQIQ
QSRRKYDGENTADVSWDPNLILSLG
KLAFQQLERNNVIFYESDLKDCGIDV
DKASVYSGMCTQIFKEETGIILGTMY
CFLHLSIQEFIAALYQHLILDNDKKQ
GWFFIQISKNKGMIDFLKTAVDKAL
ESENGHLDLYLRFLLGLSLQSNRQL
LRGLLTQQDDRDQSKGEIIAYIKQKL
EGNLSPERSINLFYCLNELNDQTLL
KQIQSHLSRGSLSSADLSPAQWSAL
IVFVLLTSEEELEVFELQKFQRSDECL
TRLSAVIKTSKRALLQGCYLTVRSCES
LSSALQSSNCVLRELDLSNNDLQDS
GVKKLSDGLKSQHCKLETLRLQFCN
LTVQCCESLSSALQSSNCVLRELDLS
INDLQDSGVKKLSDGLKSQHCKLDT
LRLSGCMVTEEGCGFLSSALTSNPS
HLRELDLSYNHPGDSGVKLLSEQLE
DPNYTLDKLNLDHGGETRITAGPRK
IYVCFLTLDPNTAHTELILSEENREVK
SVRENQPYPDHPDRFDYYHQVLCRE
SVCGRCYWEIDWSGDGVVCISVSYK
SIRRKGGGDECVFGYNAQSWSLRCD
SSRFKFWHNNTHTDLPVEALSSRIG
IVEVDHSAGILIFYNIYRDTMSLIHSV
QTTFTEPLCAGFRVYYPGSSVKLS




