UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi ¥ extl:acellular
ID sites sites reticulum apparatus membrane region
IAOABMIPDY1 |AOABMIPDY1 DANRE Danio ER 26.412228 NaN NaN 40044042 MAWLVVRLAISVSLLYTASAVFEDQ (NaN NaN NaN NaN NaN NaN NaN NaN None
rerio membrane 'VGKFDWRQQYIGKVRFALFDTHSQA
protein SKKLLVATDKNVFASLNSRTGDLFW
complex RHVDKTGPEGHIDALLMHGQDAVV
subunit 1 VVGNGRLLRSWETTVGGLKWETVL

DSGSFQAAALVGVQDYVKYVAVLKK
STIALHDLSSGSQTWVENLPDSDTV
QYQTIYSGGNGLVFVLGVLPNSHIVI
VEYKIEDGEIMNKKSVEAAWMSSLE
SSCVVVSSGILMCVDQITQSLYTQPL
HSAEQTEMRQIHLQTLDLEVAPGFQ
PVLTSTQPSPAHPPLAEFILQLSPEH
HILLQLKDGLIVPLRDFSPSYLAAFAT
SGEKTVVAVMSPKNDTACSINLFSA
DTGRRHLDTTIIYHTDPYGGKPNKLY
VHAFLKKDDSVGYRVMVQTEDLTLT
FLQQPGRVVWMREEALADVVNME
MVDLPLTGTQAELEGEFGKKADGLL
PMVLKRLSSQFILLQAWMAHLWKL
FYDARKPRSSVKNEITIDTLSRDEFN
LQKMMVMVTASGKLFGIDSRSGTVL
'WKQYLENIKPNSVFKLIVQRTTAHFP
HPPQCTLLIKDQDTGLGSLYVENPIF
GKKSQISVPALPRPILQSLLLPVIDQD
'YSKVLLLIDDQNKVTAFPSTKNILQQ
LQETASSIFFYLVDSNQGKLSGFRLR
TDLSTELIWEVVIPTEVQKIVAVKGK
RANEHVHSQGRVMGDRSVLYKYLN
PNLLAVITESTDTHQERSFVGIFLIDG
VTGRIVHEAVQRKARGPVHCVHSEN
WVVYVYWNSKFRRNEFSVLELFEG
AELYNSTVFSSLDRPHPPQVLQQSYI
FPAPISTLEATLTEKGITSRHLLVGLP
SGNILSLPKMFLDPRRPEVVSEQSR
EENLIPYAPEMPIRTEWFINYNQTVS
RVRGIYTAPSGLESTCLVVAYGLDIY
QTRVFPSKQFDVLKDDYDYVLISSVL
LGLFFATMISKRLAEVKLLNRAWR




