UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion em}oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
AOABMIPFX7 |AOABM9PFX7_DANRE |Danio Cullin- [26.412228 NaN NaN 40044042 MATSNLLKNKGSLQFEDKWDLMRP [NaN NaN NaN  [NaN NaN NaN NaN NaN None
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IVLKLLRQESVTKQQWFDLFSDVHA
IVCLWDDKGPAKIHQALKEDILDFIKQ
IAQAMENIIVFLSLCVRVLSHQDDTA
LLKAYIVEWRKFFTQCDILPKPFSKL
EITLLGNQGSNKKSNVEDSIVRKLM
LDTWNESIFCNIKSRLQDSAMKLVH
AERLGEAFDSQLVIGVRESYVNLCS
NTDDKLQIYRENFEKSYLDSTERFYK
TQAPSYLQQNGVQNYMKYADGKLR
EEEKRALRYLETRRECNSVQALMEC
CVNALVTSFKETILTECPGMIKRNET
ESEYGRSSGTKGSASSELHLMFSLM
DKVPSGIEPMLKDLEDHIMSAGLAD
MVASAETITTDSEKYVEQLLTLFNRF
SKLVKEAFQDDPRFLTSRDKAYKAV
IVNDATIFKLELPLKQKGVSLKTQPES
KCPELLANYCDMLLRKTPLSKKLTS
EEIEAKLKEVLLVLKYVQNKDVFMR
YHKAHLTRRLILDISADSEIEENMVE
WLREVGMPADYVNKLARMFQDIKV
SEDLNQSFKEMHKHNKLALPADSV
NIKILNAGAWSRSSEKVFVSLPTELE
DLIPEVEEFYKKNHSGRKLHWHHL
MSNGIITFKNEVGQYDLEVTTFQLA
IVLFAWNQRPRERISFENLKLATELP
DAELRRTLWSLVAFPKLKRQVLSYE
PVVGSPKDFAEGTVFYINQEFSLIKN
SKVQKRGKINLIGRLQLTTERMREE
ENEGIVQLRILRTQEAIIQIMKMRKRI
SNAQLQTELVEILKNMFLPQKKMIK
EQIEWLIEHKYIKRDETDINTFIYMA




