UniprotkB Entry name organism [full name |oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular |extracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane [region
AOABMIPLAG [AOABMIPLA6_DANRE [Danio Fibronectin |26.412228 NaN NaN 40044042 MGTESETEVQRMAVLGETRSWSPK (NaN NaN NaN  [NaN NaN NaN NaN NaN None
rerio type-111 PWEFRRYNCDFHQKSEVILVQVNPG
domain- EAFTIQRDDGQFQCITGPAQVPMMS
containing PNGSVPQIYVPPGYVQQIIEENGVRR
[protein 3A VLVLPQTEFHPGAHSPLHHAPHPPP

HTHLQAFIPHPHIMHPPPHLYSGLA
GGTGDIPQYISQYHPAHPAIYSEQET
HPQHGRAAFAHRDERTCKTYERLQ
KKLKDKQGVGGGGGGLALSKDSPPP
SPQKNLGTPPAGAAGELQNGLEGKS
NVDQAQPSNTITRLGKSPVRKKEVE
PGELDEEAKALQERLNSMCKPVVTN
IQARGASLTWVSPSRTEGDDEPKEG
EDEPVEPNFTYEVSISYNGKDGKYKS
IAYSGVELSATLQDLRPATDYHVRVQ
IATCNCLQGVPSEAVSFTTLSCEPDTP
SPPRKLSGTKSSLVLQWKAPCDNGS
KIQNYILHWDEGKGTDATFVQCYYG
PYKQYRLTKLSTASRYSFRLAAKND
MGVSEFSEVVNIMTSCSVPAPPLSP
ELVQSGVTWLCIRWHRPAGSPKEDD
TGYVLEMEEQGSGYGFQASYDGEEL
SHTVRNLHRSTTYRFRVVAYNTEGK
SNPSAVSEFTTAPDRPSCPCRLAVKG
KPHPTSFRLTWDPPKDSGGSDVTKY
VVELSEGLSGSSWSQAYSGSALECV
CDGLSPGSSYQARVHCISAGGESPLT
EALQVQTPPVPPGPCQPPRVVGKPK
IAREVQLRWAPPLVDGGSSVSLYNLE
MFAPQVDEAREVYQGSELDCTVPSL
LPGRTYGFRIRAANKAGYGPFSERSE
IVITGPGAPEACRPPHITCKSPTCAVV
SWEAPVSNGAVVSEYRLEWGAAEG
SMQVCYSGAALCHEMRGLLPANNY
FCRVQAVNAAGAGPFSELMFCQTPC
SVPAMISSVHALRDSEMKIQERTAE
RGEEEEEDEEEDEESAMLYSPSTCL
GLRWEAPCDHGSQITSYLIDLGEKQ
PILTGPVTQYIIQNLQPDTTYRIRIQAL
NSLGTGPFSHTFKLKTKPLPPLPPRL
ECTASSHQTLRLKWGDGPAKAQPTD
SLQYHLQMEDKNGRFISLYKGPCHT
HKVQRLNESTSYAFRIQAFNEAGEG
PFSSVYTFTTPRSPPAPLKAPRVERV
DESCEVSWETLPPMKGDPIIYCLQC
MQGNSDFKQIYKGSSSSFQLPNLSS
SMDYRFRVCAIRQCQDAPEIIGSYSS
TVILLPARVDGPGPTGSSGSKTAENQ
KPKRSLTDEQFSFLITIALLAVTSILIAV
IAIQYFVIE




