
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8M9PSQ1 A0A8M9PSQ1_DANRE Danio
rerio

NaN 26.412228 NaN NaN 40044042 MGRVGFCGVAATVIINTFLFLQCVSS
AAASDDSLWYQDLCSYKWEAIDKDN
NVSYALKLCDSSPKTECGEGSAVCA
HYLTSGQHQSVGELSLTKVSPAVLD
FNSSKKCEDKKSNVQSSITFQCGKT
MGTPEFVTVSECVHYFEWRTYVACR
RDKFKPHKEVPCYVFDSDGKKHDL
NPLIKLSDGYLVDDPDDEIDFYINICR
SLNRAGSTCTEGSAACLTHTSGKGS
FDMGQPVHQLELLSNDKLRLRYEG
VKESPDFCDGHSPAVTITFICPSTRQ
TGSNPKMISSTNCRYEIEWVTEYAC
HRDYLESHDCKLTSTQHDISIDLTHL
THGSTDTPYMAEAKNGKDTYFFYLN
VCGGTNAGQCFDDKGYISACQFKEN
GDVKKIAGRYQNQTLRYSDGDLTLIY
PDGSRCSTGFQRMTIINFECNATAG
NGQPVFTGESDCTYYFDWQTSYACV
EKEDLLCRVTDHKKRYDLSPLTRFP
ESEGSQNWVAVNAKAAESDKKRIY
MNVCHKIIQDGVASSCPEDSAICAIG
NGTAKNLGKFLKSPEKATEGDDIRLI
YTDGDKCREKMKVKSIITLKCKPGD
VESPPVLRSVSSDGCIYEFEWFTASA
CVLSKTEGDNCKVEDMQTGISFDLS
PLQKSNGGFYNMSSKKYDYFINVCG
NVKAAQCPETAGACQVDQTGKSSW
NLGQFNSKLSYYDGMIQLTYRNGSQ
YNNKQHTQRSTHISFLCDREAGPGK
PEFQDEDEYTYNFKWYTSYACPERL
HECVVTDPETLQQYDLSSLSVSNGG
RNWEVMDSSDISSLRKYYINVCRPL
KAVPGCDRRASVCEMKFEADREGLS
EKVEVSNLGIAKKGPVIVEQNQLML
EYTKGSMCEADGKTTTYTTRIHFVC
ASGTPPSGPRFVVNQNCTVDFVWDT
EAACAISTVVGTNQTCSVKDPNTGF
EFNLQPLATDKGYRVNVNGKDFIVN
ICGPVKDCETAGSKNVSGCELEDQK
PVSQVGGERSLQFSTDGALTLTYKG
VMDIPTGTQDTFIINFVCDQKASPPS
LKLIQEELGTSTHVIHNVIFELATPLA
CKPAPVDCTVTDSQGREYDLGDLSL
DEKSYVPLDTSDQARFQKFYVNVCK
PLPRVQGCPAGAIGACGQINSSFVNL
GYVQSNLQAAADGSISIVYLNGDKC
GTSGRYSTRIIFQCDDSPGAPMFDRK
DGCEFVFIWRTSEACPIKRVHGENC
KVTDPKSGYEYNLTPLAGQDYEVKS
STYEYHFAVCGPITTSVCLHDASQSV
SSCQVENQKHRIAGIANQNLTFDDG
IIMINYTNGETCHKIYERSTAILFSCD
HSRNPGKPDFIKETADCTYLFEWHT
ALACPSFKTTTCSYNDGSGHSYDLS
SLALHKSNWIVVPESSNQKQRYYIN
VCKSLVPQTGLWSCPSSAAACLKDG
DEYVNLGEAESGPQWDKNVLVLKYT
NGKACPDGKRNRTTIIRFKCNPDKV
DSEPTLITALENCVYSFVWFTAAACP
LNSTEHGDCKVTNPATGHLFDLNAL
SRAGGYTVYDPESHRKMFRLNVCGE
IINAGCATGTGVCIKDNQMAISAGKA
SRKLVYKNQVVELSYEDGDACSTNS
RKHKSIFSFVCKSEGGGTDGPVLVYS
DDTTCTHFFTWHTPLVCEQQVKCSV
WNGTNQIDLSPLIHLTGYYTAIDEDV
DRDKSPDFYINICQPLNPIPRVNCPP
GAAVCMDPVDGEPIDIGRITSPPRYN
SESKEVEITFSSTTVCASNRTSNYSS
KIIFTCQKGAELGSPRMIRAHSCMYV
FEWATPVVCPEIIEAQGCNLTVSQLR
YTFDLSALTGPVQVPVTSGSFSINVC
GTVANTTCKDSAVCLISSGSRASYGN
AKLMNLDYKREEQSVIMQYSGGDP
CPQGVQGKRQSSILFTCDRAAGRGS
PQLISDTQGCSATFQWRTNVVCPPR
KMECKLAGQHQTYDLRTLSSLTEPW

NaN NaN NaN NaN NaN NaN NaN NaN None



KFSNGQDSYYFNLCQAIHGGQPGCA
AEAAVCRRLAGGKTETLGRVHTQTM
ELIDGKILVNYSMGDEVCGNKKPAK
TVIQLKCGSTFGHPKLLFKEEKSCEF
WFEWETRSACAVKQEEVEMVNGTI
KVPKTGATFSLGALYYRLHNATGDIR
ANGDRYIYHIQLSGITDSSISMCLGA
NICQVKINDSYRRKIGSSSKAKYYIKG
GNLDVLVPSESVCGRDKTKTVSSAIL
FHCSPTAGEGIPEFLLETDSCQYLFV
WHTSTVCEFISSSSIDSTDGGEELAG
LSGRSQALGAVLSLLLIVLTICLLVLL
LHKQDRRQLVIQKVSSCCRKGNPVS
YKYSRVNMDEDGCEDEMEWLMEE
TGTPTREPQENGHITTKPVRADALRS
FSLDEQDSEDEVLTVPGVRMAPSSS
RLKSALLKAESDEDLVGLLVDTRSK
DKSRYGDKNQTRAQLDPDDSDEDLL
KV


