UniprotKB Entry name organism full oglcnacscore °9 lcnac p.h osphorylation PMIDS |sequence intracellular [extracellular|cytosol nucleus mitochndrion en(.loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
AOABMI9PXA5 |AOABMIPXA5 DANRE [Danio NaN [26.412228 NaN NaN 40044042 MPMYQNGEVDPTVKALEERQDEILR [NaN NaN NaN NaN NaN NaN NaN NaN None
rerio KLYELKATVDGLAKTVTTPDADLDAS
TLAHTLTHPPADAVLRGTADLDALL

GKDLGALRDIVINANPAQPPLSLLVL
HALLCQRYQVLSSVHVHSSVSTVPA
PLLSCLGPRHTHSYARHRFQLGFTLI
'WKDVSKLQMKFSTQNMCPIEGEGN
'VARFLYRLLGAEPRDPVSATLMDGW
VDTALFQLAEGGSKERAAVLRALNA
IALGRSPWLLGQEFSLADIVSACCVL
QTGQTSSAPANVQRWLKSCQNLGY
FSCIDPLLQ




