UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion en(!oplasmlc golgi W extl:acellular
ID name sites sites reticulum apparatus membrane region
AOABMI9PXN7|A0OABMIPXN7_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MHHQHRERRWSRAWISVCRCTLYL |NaN NaN NaN NaN NaN NaN NaN NaN None
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FLVLSLERSAVHSAHTDGSDTFAFF
HEGAQGCLGVRDHVLHLSSSCKGE
AQLWKWVTRSRLFNIGSSLCLGITV
GNVSTFGDRSPLGVFRCDYEPPRVR
WTWSCSKFLETLETHLASPKLLLNS
GNVSTTARPPSKKLLWRVYDNQDLC
AKSYREIYTIRGNSHASPCYFPFLYN
GQWFHSCTSVGREDGFHWCATTHD
YGKDQRWGFCPIKSADCETFWDINS
LMDNCYQFNFQATLSWSEARTSCQ
QQGADLLSITKVEEQIYVNGLLIGYS
ATLWMGLNDLDLNGGWQWADSAP
LKYLNWEAEMPSYDEEENCGVISTD
AQGRWHNRDCSVALPYICKKRPNAT
LDPFTTDSWADDGHYQCDVGWQNF
QTGCYWLNSDKLDWRSADRTCQKM
EANLVSIHTLPELEYITKHMKKDIEE
LWIGLHDTAMQMNFEWTDRTPVIF
TYWHPFEPNNFREVNEDCVTIWGP
EGRWNDSPCNYSLPSICKKPAQKAD
DRIQDHGCKRGWKWHSPSCFKVGE
ESLTFKDAKEMCISNNATLAIINNRF
EQAFVSSLVFGRTDDQFWLGLNNE
NSSGTFGWITGDELTYTNWNRDQP
AQVKGGCVVMVAGQAMGLWEVKD
CASIRSKYICKQNQGSSSIPSPPAPVP
TPSLTGSCPSGWKSSNSFRHCYKVF
HAGALEKRLTWIQAHKFCQKHGAQ
LASFSTPEEEAFVFQILHEAFGEAEE
HEQHWLWIGISRRNSDSWTWSDGS
AVTYQNFGRGNYGSAECGAANMAD
TNWLVSHCESELDWICKIPKGKVEE
EPESHEDTGLEWVDFEEAQYKMFE
HRSTWDQAQRICSWFEASLVSMHS
PKENQFLVSTLRKMSRQENELWWV
GLHTFKNDGRFRWSDHSVLNYVSW
GPGQPRPISKETKCVQISASKGDWS
DQRCHVDLPYVCKRVNVTGTIPPTPS
LPLTPAGCPQGWTPFLHKCYKVFGE
ELSSRSTWDAASKTCLTQRATLVTVP
NHRVQAFLVTLLPNSSFHLWVGLTS
ESQAQFKWFEPGFLSYTNWAPGEPV
DNKQMKSPGNCVLLLHGSPQRITG
MWASRRCDAEKHGFICMKDKDPAL
SPGVDRLPPSLDGPLEFDGVQYRILQ
KRLDWHSALQVCESVNGTLAAVREP
RQNAYLTLLLSTLRKPAWIALHNEG
GRSYSWLGEEEITFSDWRDGEPNQ
MYGCGHMTTEGQWTVAACNTKLN
AAICEMNTEKTKEHRWMYPGVCPQ
PVGNWSWIPFRNHCYSFILHELQFK
QEAIRMCSKVGAKLLSILDENENGF
VWEHMQSFQQQAHGAWLGMIFNS
KEGSLEWSSGEIVDYSNWEQQDAN
LSMLSANSCFWVKSNTGLWRPESC
KNRTHGVICKRPRGPTAEPVNSSEV
DHLHVLIQVLVAVLVLMALVVGGVY
LYRRRSFGSTGAFESARYSRTNSTPS
EEAEKNILVSDMELNEQGE




