
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8M9Q7K5 A0A8M9Q7K5_DANRE Danio
rerio

Protein
scribble
homolog

26.412228 NaN NaN 40044042 MLKCIPLWRCNRHVESVDKRHCSL
TAVPDEIYRYNRSLEELLLDANQLRE
LPKPFFRLHNLRKLGLSDNEIQKLPP
DVANFTQLVELDISRNDISEIPENIKF
CQSLEIADFSGNPLTRLPDGFTQLRG
LAHLSLNDVSLQSLPNDIGNLSNLV
TLELRENLLKSLPSSLSFLVKLEQLD
LGSNVLEVLPDTLGALPNLRELWLD
RNQLSSLPPELGNLRQLVCLDVSEN
RLSELPTEISGLIALTDLLLSENLLEI
LPDSIGSLKKLSILKVNQNRLVHLTD
SIGECENLTELMLTENLLQSLPRSLG
KLKKLTNLNVDRNRLSSVPAELGGC
VSLNVLSLRDNRLGKLPPELANATE
LHVLDVAGNRLQNLPFALANLNLKA
MWLAENQSQPMLKFQTEDDEQTGE
KVLTCYLLPQQPSSSLENLLERSVDE
AWPTDTNLNRVSVIQFRDDSKHEEE
DDETAADKRQGLQRRATPHPSELKV
MKNVIEARRNEAYTARPDEDLESPD
AEEKRLSGLSNQSHDSQASSSTTSA
TSHEDKQGINSTGVELNDGQVQEEE
DLDEMEVEYTEPTVHFAEEPIIRGGD
EDDDYDNDDDDAERSDEVSQTPSFP
AEKQRLIRKDTPHYKKHFKITKLPKP
ETVAALLQGFSHDGLSPTAHTPENE
RDGEDDEEEEEDEDEEDDLHTPFQ
HRLDAAELEDIRMSQMNSSLQPVK
GVSFDQVNNLLIEPARIEEEELTLSIL
RQTGGLGISIAGGKGSTPYKGDDEGI
FISRVSEEGPAARAGVKVGDKLLEV
NGVDLHGAEHHTAVEALRNSGAAV
VMTVLRERMVEPENAITTTPLRPED
DYFPRERRSSGLPFLLDPDCPAVSTG
PAQRLATCLIRNDKGLGFSIAGGKGS
TLYRVGDTGIFISRIAEGGAAHRDNIL
QVGDRVISINGVDMTEARHDQAVAL
LTGTSPTITLVVDREQSSVGGASPRT
RPHSPPPPEPSDSPEQEDGGDEHLG
NHLNCPMEDEYPIEEVTLIKAGGPL
GLSIVGGSDHASHPFGINEPGVFISK
VIPNGLASQSGLRVGDRILEVNSIDL
RHATHQEAVRALLSNKQEIRMLVRR
DPSPPGMQEIVIHKQPGEKLGISIRG
GAKGHAGNPFDPTDEGIFISKVSSN
GAAARDGRLRVGMRILEVGNNSLLG
MTHTEAVRVLRASGDSLVMLICDGF
DPKSASTIEASPGVIANPFAAGIVRK
NSMESISSVDRDLSPEEIDIMQKEVE
MVRETSQWEREEMEKVERMRLERE
EATRLLEEETESLSSGPLKLDYKTLA
ALPTTSLQKVNRFSPSFSTFAKMEA
AMPAGPVDPLGFEKVHASMYHVEP
VALPSSPICPAASSAASKQPQADSRD
LVLDLGMAQEEEECLVDSQPICFSE
NPFLVANRKGKGCPPEERILSGPPV
GYGKHGQLQPWLYSKASPSEPFRID
SPVRDAAHSPHNSQQSHKSSSAML
GREVRYSNIHFPSNANTKDNASTKP
GAIQPLSRVRPPVSPASQDGHSSPNP
FQHGLSPINSQTTPRAPSPDTHEEYP
INIKQVYKAFAAVPHSLAVLEPPQDL
YSPRNNVSAKQPSPEFQPELNNEVF
MDECDGEGSGPRPSLLSDRSEYRSL
AAVPRLSRPSVEPKTPSPLGRHSPEQ
RSFKDRQKYFEIDVKQQTPDKPKPRI
SLVGEDDLKKMKEEEAKRIEQRARE
FMLDEDEEEEEEDLAKQVAHMKAH
GKVVLDGVEYKVESLGSPTSRQCAT
PPNYSATPPSHCGSSGPSSIDGKGDS
QRNSVEDSFRLEQRPNSMTGLIPVY
PGESAAPIRTAKAERRHQDRLRMQS
PELTVALDKELSPAEKRALEAEKRA
MWRAARPYGLEEDVRQYEQDLAKR
LYQSRVRASLGSAAAPASSSCSSSSS
CQPRMKSLEQDALKAQMVIAKSKEG
KKRGTLDQLSESPSPAPTPSPTPME

NaN NaN NaN NaN NaN NaN NaN NaN None
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