UniprotkKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
1D sites sites reticulum apparatus membrane [region
IAOABM9QB10|A0A8M9QB10 DANRE |Danio cyclin- 26.412228 NaN NaN 40044042 MDRMKIIKKRLSMSLQSVRRLDESL |NaN NaN NaN NaN NaN NaN NaN NaN None
rerio dependent CDLPEHTGLEEGDEVTHGKMGSDG
kinase ESDQASGTSSDEVQSPVRVRMRNL

HQRISNEDINKRLSLPADIRLPEGYL
KKFASNSPPFDKPLSRRLRRTSLSEI
GFGKLETYIKLDKLGEGTYATVYKGR
SKLTDNLVALKEIRLEYEEGAPCTAI
REVSLLKNLKHANIVTLHDIIHTEKC
LTLVFEYLDRDLKQYLDNCGSIMSIY
NVKIFLFQLLRGLAYCHSQKVLHRD
LKPQNLLINDKGELKLADFGLARAK
SVPTKTFSNEVVTLWYRPPDVLLGST
EYSTPIDIWGVGCIFYEMITGRPLFPG
STVEDELHLIFRILGSPTEDSWPEAY
SNENFLSYRFPQYDGEPLVTHAPRIT
NDGHDLLCQLLQFDARRRVSAEAAL
RHVYFRDLGDKVHQLPDTTSIFSIKE
IRLQNDPGKHFPAQRELAMVHRMG
SAPPEHFLPEGVSRVLHNAPLSS




