UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl_"acellular
ID name sites sites reticulum apparatus membrane [region
AOABM9QB73 |A0A8BM9QB73_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MDPNSASASALKSGKEKDKKSKKNY [NaN NaN NaN  [NaN NaN NaN NaN NaN None

rerio

DDGDGKKKFTLKRLIPDELERFTSM
RTKKEKEKSSTMGNRHSSAAQYEIP
SQSSSLHELSDEHVLELFEQMLVD
MNLNEEKQRPLRQKDIMIKREMVS
QYLHTSTAGKNQKESSKSALVYIQEL
KADLKDTQLLSCLESLRVSLNNNPV
SWVQTFGDGDGLDLLLKFLRKLQDE
REEPLNGGIGVKCQHEIIRCLKAFM
NNKHGLKAMLMSAEGIPLLVRSINP
DVQHMMVDVVRLLSAICILDHPDNI
HERVLECITEQAEEHDIERFQPLLSG
MQKNSITLKAGCMQLINALISRVEEL
DFRIHLRSELSRLGLRDMLKDVRAIE
NEELKVQLQVFDEQADEDTEDLRAR
LDDIRIEMDDVTEVFQILVNTVKDSK
AEPLFLSLLQHLLLVRNDYMSRPQY
YKLIDECTAQIVLHKNGCDPDFKCR
KFELEVGHLIDNMVDQTKVEISEAK
ATELEKKLDAELTARQELQVELKKL
EADYEQKLLDLSAEKETLGKEKGEQ
EKENKVMQSEINLLKEKIEKLSKDL
KEAKAKVITVHVPVAPPPRPGEASLP
TPPPPLPGHTAMPHPPPPPPLPGGP
GFPPPPPPPPLPGAAGMPPPPPPLPG
AAGFPPPPPPPPLPGGPGLPPPPPPL
PGGPGMPPPPPPPPGMAGMPPPPPP
MGGPGMPPPPPFGGWAPPVPQLPF
GLQPKKDYKPEVQMKRANWSKISPE
DLSEGSFWVKAKEDRYEDKELFAKL
TLAFSTQTKTSKAKKDQEASEEKKS
AQKKKVKELKVLDSKTSQNLSIFLGS
NRLPYEEMKTVILEVNETLLTENMV
QSLLKLLPEQEQLNTLSEMKDEYEE
LAESEQFGVVISSVKRLKPRLTAILFK
LQFEEQVNNVKPDVVAVTAACEELR
KSESFAKLLEITLLLGNFLNAGSRNA
KAFGFSVSYLCKLRDTKSADQKQTL
LHFLAETCQEQYPEVMTFPEELIHV
EKASKVSAETLQKSLDQMGKQIKSL
EKDIETFPPPQSDKDKFVEKMTSFVS
TARENFEKLQLLHENMEKQYEDLG
KYFVFDPKKMTPEEFFGDLNNFRT
MFQQAVKENQKRKEAEEKLRRAKL
AREKAEKEKEEKQKRINSGQIPNIND
DGDETGIMDGLLEALQSGAAFRRKR
GPRPAANNRRGAGHAVTNLLAKELL
QEDAPPSATKKSRQDATDGKESTED
TGSLEDLLDAVPLRSN




