UniprotKB Entry name organism full name |oglcnacscore o‘glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extl‘racellular
ID sites sites reticulum apparatus membrane region
AOABM9QDG6 [AOABMIQDG6_DANRE |Danio Neutral 26.412228 NaN NaN 40044042 MAASCDSFVLLLFLLFVSAQAVDRS |NaN NaN NaN NaN NaN NaN NaN NaN None
rerio alpha- NFKTCDQSSFCKRQRELKPGQSPYR
glucosidase ALLDTLELSDSRLTLQLINDNNKVRL

LLELYRLQGNMTRVKINELKPIKPRY
EVPDVLISDPITEALSVVSQDDNSLV
LSLGGNEQRLIVSAQPFRLDIIEGPQ
VLMSLNSRGLLAFEHLRVRKDTISH
KISSTVGSMWDSIKSVFSSNSESEET
TGQQKEEQQTSEDGQIKEEEEEEKP
GMWEETFKSHSDSKPNGPSSISLDF
SLPGVEHVYGIPEHADTLRLKSTENS
DPYRLYNLDVFQYELHNPMALYGAV
PVLISHSTERTMGIFWLNAAETWVD
ISSNSPDTVSSDAPQTNVRWVSESGI
IDVFIMLGPKPADVFTQYASLTGTQS
FPPLSALAYHQCRWNYNDQEDVKA
VDQGFDEHDIPYDFIWLDIEHADGK
RYFTWDPIKFPTPKDMLKGLMDKRR
KLVAIVDPHIRVDSGYRIHNEIRSKN
FYVKNKDGGDYEGWCWPGNSGYPD
FTNPEMRAWWASMFAYDQYEGSM
ENQYIWNDMNEPSVENGPEVTMHK
DAVHGVWEHRDVHNLYGLYVQKAT
SEGLIQRSGGVERPFVLTRAFFAGSQ
RYGAVWTGDNAAEWGHLKISIPMCL
SLGLVGISFCGADVGGFFKHPSAELL
VRWYQAGAYQPFFRAHAHIDTPRRE
PWLFGPENTALIREAVRQRYALLPN
'WYQLFYNAHNTGQPVMRPLWVEYP
AEVTTFSIEDEYLIGKDLLVHPVTDE
GATGVTAYLPGKGEVWYDVHSLQK
HDGDQSLYIPVTMSSIPVFQRGGSII
CRKERVRRSSSCMENDPYTLYVALN
SQGFAEGELYIDDFHTFNYQKSKQFI
HRRLSFSNNSLTSRNLAPDAQFSTE
SWIERIVVIGGSRPSSVSLINADGVES
ALEFEFSSNPAVLTVRKPSVSAAAD
'WTVVLR




