UniprotKB Entry name organism full oglcnacscore o_glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(_loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus  membrane [region
AOABM9QE16 |AOABM9QE16_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MAANMYRVGDYVFFENSSSNPYLIR [NaN NaN NaN  [NaN NaN NaN NaN NaN None
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RIEELNKTASGNVEAKVVCFYRRRDI
SQSLIQLADKHAKDLEEEKESPPESD
LTEKQKHQLRHRELFLSRQYESLPA
THIRGKCSVALLNETEVVLSYLEKED
TFFYSLVYDPTQKTLLADKGEIRVGP
RFQADVPEMLQEGEADDRDQSKLE
MKMWDPECPLTNKQIDQFLVVARA
IVGTFARALDCSSSVRQPSLHMSAAA
ASRDITLFHAMDTLHRHGYDLSSAL
SVLVPQGGPVLCRDEMEEWSSSEA
NLFEEALEKYGKDFNDIRQDFLPWK
SLTSIIEYYYMWKTTDRYVQQKRLKA
IAEAESKLKQVYIPTYNKPNPNQISVS
NGKMATVNGAAAGTGSFHTAGGGR
IACESCFAVQSAQWYSWGPPNMQCR
LCVSCWMYWKKYGGLKMPSRAEGA
EEKTPPSPAPNESRSRGHCARQSSH
MVPIRNSGSPKSSMKTKQAFLLQAT
RLTKLARHMCRDLIRLRRAARRPFV
PINCGAIKAEYMIRVSEGMTGRPLKP
KSSPRSTLTSVLQYLESRPATHVQRP
HRTPGLQVQPPRRLLSSLPSHGPLG
MLGKRSYHHHSRVESAERRAGATG
QENPAHIVGPILHNGSSTGGSSLRG
SGLMLRKRRPNWIDAPDDSFFLVSR
ETRKARRMLSRSQLRRACRQPCEQI
SLRRVPQGPSQVPILAPPHPSLRMR
GPIVIHD




