
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8N7T5L8 A0A8N7T5L8_DANRE Danio
rerio

NaN 26.412228 NaN NaN 40044042 MLRVVVESAKGIPKKTIGVPDPIAGII
FRGEKKKTKAIDKELNPVWNEIIEFD
LKGSPLDSSSFIEVVVKDYETIGKDK
FIGSVKISLKELAAGQTRSLASKNTP
LINEKKQEIGATINLTIAYEPPASTVP
NLNDQNTGEANTKDTGAAEEEKAA
DSDEDAGDVADSGAPGVSPTGQPGK
KDSKKVVRTTRKRQKALANKPQDFQ
IRIRVIEGRQLPGNNIKPVAKVSVCG
QTHRTRIRRGNNPFFDEIFSYNVNM
LPSELFDESIMIRVYNASSLRADSLM
GEFKLDVGYVYDETGHAIMRKWLLL
GDPDDAVSGARGYLKVSMFIVGTGD
EPPVEKREANEEQDDIESNLLLPAG
VALRWATLSLKIYRAEDMPQMDDAF
AQTVKHIFGGTDDKKNLVDPFVEVN
FAGKKVCTKIIEKNANPEWNQLIHL
QVKFPSMCERIKLTAFDWDRLSKND
VIGTTYLNLTKIASSGGEIEETPSENG
LPSSFNVDTTEAEVGFLPAFGPCYIN
LYGSPREFTGLPDPYEDLNYGKGEG
VAYRGRVLIELSTQLNDKTDKKVEDL
SNDNILVAQKYQRRRKYSLCAVFHS
ACMLQEPGEPIQFEVSIGNYGNKLD
STCKPLASTTQYSCAVFDGNHYYYLP
WADSKPVVILTSFWEDISHRLDSVNI
ILYISDRLQSNIISLKTAILAKVSDARL
AEIWLKLVTQVIDDLSSYQLPDMEG
KPNLTALDIQIKNLRDKTMTSVKEAA
IRMREEAVDVRATMPDIEDWLDRLQ
QISEEPQNSMPDVIIWMLRGEKRVA
YARIPANQVLYTTHSEQAIGKYCGRT
QTIFMQYPMDKNKGLKIPVQLRVN
MWLGLSAHEKKFNTFAEGTFSVYAE
MYENQAQVFGKWGSTGLVSRHKFS
DVTGKVKLKQERFMPPRSWDWEGD
WFIDPERGLLTEADAGHSEFTDEVY
QNETRFPGGEWKSAAEPYTDVNGE
KAQSPEEIECPTGWIWEDGWNFDS
NRAVDEKGWEYGVTIPPDDKPRSWV
AAEKMYHIHRRKRLVRSRRKTSEAP
TIEKKDIGDGWEYSSLIGWKFHRKE
RSSDTFRRRRWRRKMAPSERVGAS
AIFNLEGALGIDDDEKGSKKDSAKLF
GANTPTVFCRFDKSFSYHLRVYVYQ
ARNLLPMDKDSFSDPYVHVSFLHAS
KTTEIIKSCLNPTWDQTLIFNDIEIYG
DPQTIAYNPPNVVLEIYDSDQMGKD
EAMGRCTCPPVVKLNPANPLIPKLF
WFPISLKGRSAGEMLVAAELLLKEK
ANDANLPLVPPRRSENLYMVPQGIR
PVVQLTAIEILAWGLRNMKAYQLAA
VSSPSLVVECGGQIIQTATIKNIKKNP
NFPGSVLFLKVLLPKDEMYTPPIVVK
VIDHRPFGRKPVVGQCTINSLEEFRC
DPYIDTTEVAMSAKVAMMAAAPRDV
VIDMGDRIPSPSKQEEDTVDWWSKF
YASINELEKCGPYLQKGYDTLTVYNT
ELEAVPEFRGLTDFCNTFKLQRGKL
EDEEEDPSVVGEFKGSFRVYPLSDD
PNISDPPRQFRELPESCPQECLVRIH
IIRCLDLQPKDNNGMCDPYIKISLGR
KTIDDRDHYKPNTLNPDFGRVFELN
CYIPQDKDLKISVYDYDLLSSDEKVG
ETVIDLENRLLSRFGSHCGIPKSYCV
SGVNQWRDQLKPSQILQNLARMRGI
LAPQISDDGSFLAFGGREYRLDELEA
NKSIHPHLGPPKERICLHVLRRQGLV
PEHVETRTLYSSYQPTLSQGKIQMW
VEIFPKNLGIPGPLCDITPRRPKQYFL
RAVVWNTTEVILDETSITGENMSDIY
VKGWMPGMEEDKQKTDVHYRSLD
GDGNFNWRFVFGFDYLPAEQLCLV
SRKEHFWSLDKTEFRIPPKLTIQIWD
NDKFSLDDYLGTVELDLLHLIPPAKT
PEKCSLSMLTQTGKNLTPSSLFSQK

NaN NaN NaN NaN NaN NaN NaN NaN None



SVRGWWPCAMEENGKKVLAGKVE
MTLEVVEEKEADERPAGKGRDEPN
MNPKLESPNRPDTSFLWFTNPCKT
MKFIVWRKYKWLFIGLIILIPVILFIGI
LLYSFPNYLSMKLVKPF


