
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

A0A8N7T7N7 A0A8N7T7N7_DANRE Danio
rerio

NaN 26.412228 NaN NaN 40044042 MDTKLCLLLFLSAHLLAGSTEVAEE
DTEGLSKCPLSARFKNLRKYVYQYTA
ESKNGVTGTANLKNGPKISCQVEIE
VPQTCSFVLRTTECVLSEVSVIDAQG
QPVYRQAAGAEAFQAAMEKNTLNF
VVDQVTSVSIYPEEDEPENILNIKRGI
ISALLVPVLEEEHNERMSTIHGICKT
EVTVNSRKDIDIDVSVVRDLSDCSHF
SPHSLSTSPLSLMPGLNGLFSKLIRS
TQTCNYQFDNRRKHMTEAQCTEKH
LFIPFSHEGQYGISSEVKQSLTLQDS
VKINNRYFNKDDTLEKKLFIEEVEDK
HPVQSKDDVLATMKELITLSSSGKS
QQRASLFHKLVSEVRGLKNETLSGA
ADEMMKFSEWLTWQTLFQCGTDEC
TSAIMQILRTFDEADREVDAIVYALS
LLPQSSPQRLRDMLSMAQSKPSKPI
MYALANTVKQLPQDQATSTPEVKEV
AKFMEFMLGDCSGDEDSTFLTLRVI
GVMGKYMEGFPSLKSSVLNCMKQA
YAPLPVQKAAIQAFRLMEMDSDVRS
ALIQQYQNVEAPAQKRIAAYLMLMR
NPEVAENVLRTLKSEQNEQVKSFVS
SHIANILESENPNLSIAKDYILKAVQG
DVSFPPMDFTKLSRNYKTEVPLVGS
VESNVIFDSANYMPREVMLATTLDN
FNPEILEIGLEGEGLEPVIEVLFGEN
GFFPDTISKAMYWVNDKIPHPVKRV
LEKWISPLNGERMKRQVPQDIMKS
MEEYISEFKNRLEQVEDAPKGLAYL
RLFGTELGYLKTSDLKHVTQYINLCA
ETFKSTSLNFMGKLISSLENEFFVHY
MFLDKAFTLPTSAGFPLKLTLSGVLA
PGAKGGLTIDRMMQQLSFMPSVGV
EFITQMGVYIPEFVVAGIETHTNLYH
ESAVNARVTLSDSQIKLSIPAPSGNI
QLFSVSNKILSVTSTQTKIVPSMVED
RIDSTECNRIFPGMNYCTILRYSNAS
STNNAPYYPLTGETRLALELQPTGEV
REYTATISYALLREGKEGRQKVDSVK
IVLKAEGAEPTEATAVVKYNRNRSIL
TTDLQIPDYDLEAGIKLAVTDTNAKG
KKMRGITIDVTNRDIPQLSIVGHARL
ESMRDGLIELQMSVPALQMDTSATA
TLKKNNGLVLQLETAFNMPETTSVQ
KAILRYDNNKVEIEMKSDINSEVEKL
FPNMEEYRSQLQASIDEILDKKVTKT
DMKLRHIVSKGLEAVNIWLDKIAAG
SSFVDVQRNKRSTPELILPSLPEKLY
LKSDALLRYQFNKGRISISLPLLLGG
KSSAELDIPPTLTLPQIQIPLLGLEVP
ENSYKIPTFTIPRTLEFSLPMLGVAEL
SAKMNSNFYEWEGSILGGNNTVDV
PNYIAKYKIMASCPLTPLSYKIEGMG
MISGTVDDTLKYLVNGSINHCLLDA
SISFFETMSLADKINGRTNYRLEASS
PLGLDTSLFYSAQSASTSDEVIGDGN
LDGFIKIGSLYANSTLSQSYIYNMPK
QEGKGESTLKFDSSLIQGQNVIKGSY
VNGELSLLSKTNAQNDVLKHVVELK
HKKGELSVKSDGSATALGKALRCKA
ELDVKNGEATLKVESQANDATHDAF
SLLTGSLNSNGLEINMEGLLNLESG
RGTHKGTLSFGGNGLSTSCMTTIEG
NSLTFENAFNGGINGEGASVSVVSK
GSSQDNTIELSAKGKISPKEASLTSV
FQGNAFDGTARNTMNIGINKQGLS
MSNTMRGTLQKMRSECMQTLNITL
WTLAFRSKMDNFICDGASYNHDIKV
NMRPFITSISANNELELFDFGLSSDG
RLKMEPFKMDVAGSLSGKYGEDDS
FNHGCEFTYADLAGTIKCDTAVKVF
DSHISNRFDLDFAGLSSVMNTKTQV
NCESLRLENNIRTMAMPFSLTVDAI
LNSDGTVNFYGKHSGQVSSKFLLKA
EPLAIAKSHECRASAVHMLPNGESA

NaN NaN NaN NaN NaN NaN NaN NaN None



0

ETHIENKFDSLLIPNEQSVLWKFKSK
LNNHAYNQDVNIYNKENDMGVQFS
GVLQTNLFNTERESSDIPLDNQKFS
TSGFVKYDKNSDCHIIYFPFIESFPAA
FESIKNAILHKFESLQNYLNSLDLNA
LIGQFRNKLDEFPQKVNDIIVDLDLE
NKINNVKNQLISLIHDYTISIDDLDAY
AERFKEATGKKIIDFATKIRDLSIQIK
DGIESGAWANSVSDILAQIGRELKAF
DEQYKITKTIIRGIDGIEDVIRQIDLEK
LKDSSATWLKQLDAKYEIKTKLLEKL
SELRKVVETFEINMLLEDLRQYITSI
DLTEYVDQLSGQIPYEDIERVLDSAK
DVILNWIEEYEVPEKINRVYLNAQEL
ILRYEIDKKIEVIVEQAIILVKQYRIQE
LVQAVVDTLKSIQFEYISDKMMEIM
DSIVSLLKRMDFQKIVNDLNDYIQLII
KTFRTFDYNTYIDEVNRKVRDVVDYI
NKQINEVYEIPRKIEASREFIKEMQA
TVFDYLEKLKNTRIAEVCRNIKDVID
TTAYKDIKLKIQDIIEDVRQRISDMDI
RNEISVYLERASGAYVNMIEYILTQF
TQLIDEMKKMAEDKEILDQISQAVE
GVFNALKTAEFDVPAFMLPFTTLEIP
AFKIKMARIHDITIPAMITIPEFTVLD
LISLPSITVDFEKIKQSIIDFIDKVRQI
EMPEVDPEAIFGDLRALYLSDLPDFT
FSEITLSEIKFPEINVPKLKLDSFEIT
MLPIPEVKFPEIPFEPCLPAFGKLYG
EFKVDSPYYTLMTSAAFENTTTALKF
PQFKATLKSNAKSSLEFLDYTLDAM
LQIEAPKMRKMIISETVSLSHMAFGT
EHEGSVVLSGPSAEATAKTAVKVTT
HMYTADLINNIGITLKNGISAYMDTS
YNHNLNIPRLDISSQAIITRTAKARFE
SGTISLTVGTVGSGKWSPSNPSRTVK
SIDDYSDEITHKSDFEITVNAGTAKL
NFDGETNSRNLKMKQSVSAESVILS
HITIDARAETEAPFLKGSVLTLKVKA
QMEDVRMEIEISHSADLIGKVSGSIS
NTCDFLAQPFEVTLDCRNKGNSKIIL
PLKLTGKIDLQDDFGFTLNSNKQHA
FWVGLARFNQYKYKHNLTFDNNEN
EAGIYTSVDCEANLEFLTVPISIPEIPI
PYLGIKTPKINEFSFWEDYRLKDLLT
TPKQTIDIDFKLLYQKNPEKHTFDLN
LEPIYEAFNENAKILRLHFELGRDHI
FDALTNSYNQARIQHEKYKIDTSNH
PPRYFTVPGYTIPILNIEVSAFRAELP
AFGYFIPKEVSTPSFKTPLLGFSVPSY
TLVLPSLALPVLHVPETLRDLTLPTF
TIPDIQNNIMIPAFGNLTYEFSIKSPV
LSLNSNGGLYNHSDMVIKFDVSSTS
VFDVLKGKLDGSATINKRRGLKMAT
SLSLVHMCAECSHESTVSLTKRNM
EASLTNLAKIKCPVLMMDLNQVLRG
NTKSKPNIASNIKVSYSYDLPIIETQG
TGSIDHNFALEALSSYISLESAWKGT
TDSTIMESGNLAASLNNEVTIYLNA
NGLRSTLKTDVNSKVYHQKAGSWNI
DVTKNLALEASLRRIYATMAYTSSNA
ASIASFSTNGKQNVRATLEFVPLTTL
SANLDIDISQPTNYGHAGIVENIDLSI
TSDKQRFLWSGKEQLATLIHSADLIL
SNTQSEIRVEMSESVEGKVAFLKSIK
LPVYQKSLWDIFKFGEVSSTGELQFF
NVSTVVIYTKSMEGTLFAIPTKLFEN
GVSFNIPQITFGVPDLFKTIPQMIREV
DMRFEEPDLPDYISIPPVITIPEFSIPF
TTLHVPTFVIDLTNLEVPNEISTPSFD
IMLPGLPKVEIPSINARTKYLKDKMA
HLFVSLPQYEITISPFNLPKAFDIGDY
PIRLDDITNTLYHFELPTIIIPEQKIDV
PEISLHLPAGVFIPKFGDLSATFKMA
SPIYNNTWTGNVENTEAGTVCTLKS
TCTSTMVFLEYNLDAIATILLENGAL
GLDAKSTFNHRDMNINWKHDLRQ
NLRMKRDESSVSRPSRHTLGIDIAS
QTFSDVSFRYASHNNGITSSVSSPAA



GFIGFQFTRRSPSQFYAKLFSRYLST
SDKDTDLLSLKMTLKNSEKLSVQVG
YHFSGLSDMINGLKDRLPSILAALQK
FINQYHIDHLGMDINRAALKLKNAL
SNGIDKAYLEIPRMFDATHTSFEQVK
QHGNKMWRKMLESFPQDDLQEFS
RRFFSSANEFIRTYESNMRALLDAA
LKFLRNTKFHLPGLEEKLTGQELYN
KFREYVSKAIDRVTTRFYSLMEAIVD
TISGHINKVEFTLPGTTEVISGKKILK
DLRSAMKSAKDTIMQAMEEWEKLR
SEEVFEDLMNYLKVYTQRAEDFLNS
LKTEKLEEISSRVSGIYKEAGNLEVM
MKIREWMKEAKIGLTELKDFSKGVV
QELYNQMSMEKLNSKLNDLLMAVE
SYIDSLFKSYLAFMKSLPSYTEPYVR
VSNKKTDVDIPLPFYWKSFSEWPSM
A


