UniprotKB Entry name organism full oglcnacscore oglcnac p'h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
IAOABN7T801 |[AOABN7T801_DANRE |Danio NaN [26.412228 NaN NaN 40044042 MQKSPMSVDDAGPNAGAAPEAADA [NaN NaN NaN [NaN NaN NaN NaN NaN None

rerio

APTTDSAGKHAVSVLWSFGKCVGAF
LPVYLAGYFGFSISVVLLGLLVYIGW
KHSRDGKKARLQSAMYFLENEQDV
TTTRVFRSKRDLPAWVNFPDVEKVE
WINKILQQAWPFVGQYLEKLLVETIA
PSIRATSAHLQTLSFTKVDLGDRAM
KVVGVKAYTEFDRRQVILDLYISYAG
DVEINVEVKKYFCKAGVKGIQLHGK
LRVILEPLIGDVPLVGAITMFFIRRPK
LDINWTGMTNLLDIPGLNAMSDTMI
MDAIASFLVLPNRLTVPLVANLHVA
QLRSPLPRGIVRIHLLEAENLPAKDN
'YMKGVISGKSDPYAVLRVGTQIFTSH
HVDNNLNPQWREMYEVIVHEVPGQ
ELELEVFDKDPDQDDFLGRMKLDL
GIVKKAVLLDEWYTLKDAASGQVHL
RLEWLSLLPSAERLSEVLERNQNITV
PSKTADPPSAAVLTVYLDRAQDLPFK
KGNKDPSPMVQISVQDTTKESRTVY
GTNNPAWEDAFTFFIQDPRKQDIDI
QVKDDDRALTLGSLYIPMSRLLSSPE
LTMDQWFQLEKSGPASRIYITAMLR
VLWLNEDAILTSPVSPIPGEGYGETE
VSSGATKVTATPKRPEHTSPDSNFAS
EGVLRIHLVEAQSLVAKDNLMGGM
MKGKSDPYVKIRVGGLAFKSQVIKE
NLNPVWNELYEVILTQLPGQEVEFD
LFDKDIDQDDFLGRVKVSLRDLISAQ
FTDQWYTLNDVKTGRIHLVLEWVPK
ISDPIRLEQILQYNYRQSYLNKIVPSA
ALLFVYIERAHGLPLKKSGKEPKAGA
EVSLKNVSYRTKVVNRSTSPQWDEA
LHFLIHNPTEDTLIVKVSHSWGQAL
GSLVLPVRELLEEKDLTIDRWFSLN
GAMPESQILLRAELKLLDSKLAQCS
DEEDASHVIPSAEPTVAANSELRHR
NVPVQGGEDASSTGKAQIKLSISYSS
EEHRLIIKVHACRNLPSSSKEPPDSYI
SFILLPDKNRNTKKKTSVKKKSLKPE
FNEIFEFDMSLEEAKQKHLEVSVKN
SVSFMSREKELLGKLQIDFSPLDLKT
GVSQWYDLSHETN




