
UniprotKB
ID Entry	name organism full

name oglcnacscore
oglcnac
sites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A0A8N7T8M6 A0A8N7T8M6_DANRE Danio
rerio

NaN 26.412228 NaN NaN 40044042 MSHVDSETTNDSQKITEPAQDSSSG
EMDVPKTKLFDAKAILWTFGKCLTA
LLPVYLAGYYRMSTSLVVFGMMVYA
GWKHTREAKEARLRSAIQLVNDEQE
YVSSKSFRSKRDLPSWVNFPDVEKV
EWLNKVIHQAWPFIGQYLEKLLTETI
APAIRGSSAHLQTLSFTKIDFGGKPM
KVVGVKAHTENDKGQILLDVYISYVG
DVEINVEVKRYFCKAGVKGIQLHGM
MRVILEPLISDVPIVGAVTMFFIQRPK
LTINWTGLTNLLDIPGLNVMSDTMI
MDAIASFLVLPNRLTVPLVADLPVAQ
LRCPLPRGVVRIHLLEADNLAAKDN
YVKGVMAGMSDPYAIVRVGPQTFKS
HHLDNTLSPKWGEVYEVVVHEVPG
QELEVEVFDKDPDHDDFLGRTKLDL
GIVKKSKIVDEWFNLKDTQTGRVHL
KLEWLTLETHTERLKEVLKRNESVV
SKAAEPPSAAILAVYLDKAEALPMKK
GNKDPNPIVQISVQNATRDSRICWN
TVNPQWEDAFTFFIRDPNNQDISVQ
VKDNDRVQLLGKMSIPASRLLSHPD
LSMDEWYNLENSGPKSRIHINTVLR
VLWLDEAAVTASLLSSGPLSKSSRPE
KTTPHSSFATEGLLRIHLVEGQNLVA
KDNLMGGMVKGKSDPYVKIQIGGET
FKSHVIKENLNPTWNEMYEVVLTEL
PGQELTLEVFDKDMDMKDDFMGRL
KMSLSDIISSQYINEWFSLSDVKRGR
VHLALEWLPTVTKPEKLQQVLHFQS
KSSFLNKAVPSAALLFVYVEQAYELP
LKKSGKEPKVGAELVLGGTSRKTTV
CDRTSTPKWDEAFYFLVRDPLNEDL
IVKLSHNWDFSVGSVVIPIKELLSEP
DLLLDQWLDLDGASPQSQILLRAQL
KILCPKKMESSEEQHEEPKHHEESS
IRRKQQEELMQKSSIEEVPPSPVSRT
SSVSVPEEEEAPEVTQVSSSDDLRPL
HTSPDPSFGTEGVLRLILLEAQDLVA
KDGLMGGMVKGKSDPYVKIHIGDTT
FKSHVIKENLNPTWNEMYELVLTSS
SSSEVLVEVFDKDMDKDDFLGRMKI
SLQEIIQSQITDRWFSLSDVKHGRVH
LILEWLNTVTKPDPLQKAVQLQSDH
SYLNKSVPSAALFFILLERAHNLPLK
KSGKEPKAAAELVLGDITHKTKVCER
SMSPQWSEAFHFLVHKPTEEILIIKL
SSAFEQPLGSLVLPIRELLSKTDLLM
DQWLSLDGAAADSQILLRAQLKILDS
RLDLSVFHRQKPVVEDHSTGEEHEE
KGPATAEHSPAAVSKESEKKTLPAK
QSRLSELAASTFPVPLSLPEEHQKQT
THAIEEQHTPSTPKTHMPTEDLSKA
PDSTTNIAEHKESAHKDPQHLDKAT
EPSHKSSSPSVPAEETKVTSSTDTRP
QKTSHNSNFGTKGLLRLHLLEAQDL
VAKDGLMGGMMKGKSDPYVKIHIG
DTTFKSHVIKENLNPTWNEMYELIL
SPDPNLEVKFEVYDKDVDSDDFLGR
FKLRLGDIIKSQYNDEWFTLNDIKH
GRVHLVVEWLPTVTQRDKLEQVMQ
MQSSQSYQNKSVASAALLFILLDRA
HQLPLKKSGKEPKAAAELTLGGTSY
KSKVCERSSSPHWNETFDFLVHDPK
KDVLVIKLSSAWDQPMGSLVLPIREL
LLKPDLLLDQWLSLDGASAQSQILLR
AQLKILDSKMAALVAMGSGPVLSNK
QTATTGQIQLSMSFQKKLTLLVHNC
RGLVTSSKDSLDTYVSIILLPDKSKAT
KRKTSVKKKTLNPEFNEKFEFDMS
MEEVQRRELSVCVKNASSSFMNRD
KDVIGQVQIDLGHIDLISGVTQWFDL
KEEQN

NaN NaN NaN NaN NaN NaN NaN NaN None


