UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane region
IAOABN7UZ95 |AOABN7UZ95_DANRE [Danio Importin- [26.412228 NaN NaN 40044042 MAEQQQFYLLLSNLMSPDNTVRKQ [NaN NaN NaN NaN NaN NaN NaN NaN None
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SEEAYDTIPGQTKITFLLQAIRDASAA
EEVKQMAAVLLRRLLSSSFEEVYPN
LTVDIQTAIKTELLAGIRSEASTNIRK
KTCDIAAELARNLIDDDGNNQWPEI
LKFLFDSVNSQDVGLREAALHIFWN
FPGIFGNQQQHYMEVIKRMLVQCM
QDQENPQIRTLSARAAASFILSNEGN
TALLKHFSDLLPGILQAVNESCYRGD
DSVLKSLVEIADTAPKYLRPNLEATL
QLSLKLCADTNLTNMQRQLALEVIV
TLSETAAAMLRKHTNIVAQSVPQML
TMMVDLEEDEEWAMADELEDDDF
DSNAVAGESALDRIACGLGGKIILPM
IKQHIMQMLQNPDWKYRHAGLMAL
SAIGEGCHQQMEAILSEIVSFVLLFC
QDPHPRVRYAACNAIGQMATDFAPT
FQKKFHDKVISALLQTMEDQSNPRV
QAHAAAALINFTEDCPKTLLVPYLDS
LVQHLHVIMVAKLQELIQKGTKLVL
EQVVTSIASVADTAEEKFVPYYDLFM
PSLKHIVENAIQKELRLLRGKTIECIS
LIGLAVGKEKFMPDASAVMQLLLKT
QTDFNDLEDDDPQISYMISAWARM
CKILGKEFQQYLPVVMGPLMKTASI
KPEVALLDTQDMENMSEDDGWEFV
NLGDQQSFGIKTAGLEEKATACQML
VCYAKELKEGFVEYTEQVVKLMVPL
LKFYFHDGVRVAAAESMPLLLECAR
VRGPEYLTQMWHFMCDALIKAIGTE
PDSDVLSEIMHSFAKCIELMGDGCL
NNEHFEELGGILKAKLEEHFKNQEV
RQAKRQDEDYDEQVEETLQDEDEN
DVYILTKVSDILHSIFSSYREKVLPWF
EQLLQLIVNLICPHRPWADRQWGLC
IFDDVVEHCSPSSFKYAEYFLRPMM
QSLCDTSPEVRQAAAYGVGVMAQFG
GENYRPAFTEAVPLLVGVIQSADSRA
KENVNATENCISAVAKVMKYRPECV
NVTEILPHWLSWLPLNEDKEEAVHT
FNYLCDLIESNNPIVLGPDNTNLPKI
FAIIADGVANESVKGEDGCSKRLAN
IVIRQVQFLEACGRSVCQR




