LRLMMDFDGKNRGYAFVMYCHKH
EAKRAVRELNNYEIRPGRLLGVCCS
VDNCRLFIGGIPKMKKREEILEEIAK
VTEGVLDVIVYASAADKMKNRGFAF
VEYESHRAAAMARRKLMPGRIQLW
GHQIAVDWAEPEIDVDEDVMETVKI
LYVRNLMIETTEDTIKKSFGQFNPGC
VERVKKIRDYAFVHFTSREDAVHAM
NNLNGTELEGSCLEVTLAKPVDKEQ
'YSRYQKAARGGGAAEAAQQPSYVYS
CDPYTLAYYGYPYNALIGPNRDYFVK
AGSIRGRGRGAAGNRAPGPRGSYLG
GYSAGRGIYSRYHEGKGKQQEKGYE
LVPNLEIPTVNPVAIKPGTVAIPAIGA
QYSMFPAAPAPKMIEDGKIHTVEHM
ISPIAVQPDPASAAAAAAAAAAAAAA
VIPTVSTPPPFQGRPITPVYTVAPNVQ
RIPTAGIYGASYVPFAAPATATIATLQ
KNAAAAAAMYGGYAGYIPQAFPAAAI

QVPIPDVYQTY

}Jl;l iprotKB Entry name organism full oglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular |cytosol nucleus mitochndrion enqoplasmlc golgi plasma
name sites reticulum apparatus membrane
AOAV96 RBM47_HUMAN [Homo RNA- [29.243282 NaN 33214551;30059200;29237092;395 |MTAEDSTAAMSSDSAAGSSAKVPEG |True False 1.609 5.0 False False False False
sapiens |binding 31497;35132862;40596516;352540 [VAGAPNEAALLALMERTGYSMVQE
protein 53;28510447;37340703 NGQRKYGGPPPGWEGPHPQRGCEV
47 FVGKIPRDVYEDELVPVFEAVGRIYE




