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Entry name organism [full name |oglcnacscore oglcnac phosphorylation oy 1y, sequence intracellular [extracellular cytosol [nucleus jmitochndrion endoplasmic golgi plasma extrace
D sites  [sites reticulum |apparatus [membrane [region
A1LOTO HACL2 _HUMAN |Homo 2- 23.92997 T121 NaN 38665916;40596516;29351928 METPAAAAPAGSLFPSFLLLACGTLYV |False True False |False 0.562 5.0 0.562 2.031 0.75
sapiens |hydroxyacyl- IAALLGAAHRLGLFYQLLHKVDKASV
CoA lyase 2 RHGGENVAAVLRAHGVRFIFTLVGG

HISPLLVACEKLGIRVVDTRHEVTAV
FAADAMARLSGTVGVAAVTAGPGLT
NTVTAVKNAQMAQSPILLLGGAAST
LLQNRGALQAVDQLSLFRPLCKFCV
SVRRVRDIVPTLRAAMAAAQSGTPG
PVFVELPVDVLYPYFMVQKEMVPAK
PPKGLVGRVVSWYLENYLANLFAGA
WEPQPEGPLPLDIPQASPQQVQRCV
EILSRAKRPLMVLGSQALLTPTSADK
LRAAVETLGVPCFLGGMARGLLGRN
HPLHIRENRSAALKKADVIVLAGTVC
DFRLSYGRVLSHSSKIIIVNRNREEM
LLNSDIFWKPQEAVQGDVGSFVLKL
VEGLQGQTWAPDWVEELREADRQK
EQTFREKAAMPVAQHLNPVQVLQL
VEETLPDNSILVVDGGDFVGTAAHL
[VQPRGPLRWLDPGAFGTLGVGAGFA
LGAKLCRPDAEVWCLFGDGAFGYSL
IEFDTFVRHKIPVMALVGNDAGWTQ
ISREQVPSLGSNVACGLAYTDYHKAA
MGLGARGLLLSRENEDQVVKVLHD
IJAQQQCRDGHPVVVNILIGRTDFRDG
SIAV




