i +h h 3 . .
UniprotKB Entry name organism full oglcnacscore oglcnac Cee rylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion em!oplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
A11.341 A11.341 MOUSE |Mus dual- 25.161187 NaN NaN 34887587 MHTGGETSACKPSSVRLAPSFSFHA [None None None (None None None None None None
musculus [specificity AGLQMAAQMPHSHQYSDRRQPSIS
kinase DQQVSALPYSDQIQQPLTNQRRMPQ

TFRDPATAPLRKLSVDLIKTYKHINE
VYYAKKKRRHQQGQGDDSSHKKER
KVYNDGYDDDNYDYIVKNGEKWMD
RYEIDSLIGKGSFGQVVKAYDRVEQE
'WVAIKIIKNKKAFLNQAQIEVRLLEL
MNKHDTEMKYYIVHLKRHFMFRNH
LCLVFEMLSYNLYDLLRNTNFRGVS
LNLTRKFAQQMCTALLFLATPELSII
HCDLKPENILLCNPKRSAIKIVDFGS
SCQLGQRIYQYIQSRFYRSPEVLLGM
PYDLAIDMWSLGCILVEMHTGEPLF
SGANEVDQMNKIVEVLGIPPAHILD
QAPKARKFFEKLPDGTWSLKKTKDG
KREYKPPGTRKLHNILGVETGGPGG
RRAGESGHTVADYLKFKDLILRMLD
YDPKTRIQPYYALQHSFFKKTADEGT
NTSNSVSTSPAMEQSQSSGTTSSTS
SSSGGSSGTSNSGRARSDPTHQHR
HSGGHFAAAVQAMDCETHSPQVRQ
QFPAPLGWSGTEAPTQVTVETHPVQ
ETTFHVAPQQNALHHHHGNSSHH
HHHHHHHHHHHGQQALGNRTRPR
VYNSPTNSSSTQDSMEVGHSHHSM
TSLSSSTTSSSTSSSSTGNQGNQAYQ
NRPVAANTLDFGQNGAMDVNLTVY
SNPRQETGIAGHPTYQFSANTGPAH
YMTEGHLAMRQGADREESPMTGVC
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