
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

A1X150 MET_ECHTE Echinops
telfairi

Hepatocyte
growth
factor
receptor

39.03173 NaN S965;T976;S989;S996;S999;T1002;
T1229;T1233;T1234;T1288;T1348;T
1355;T1364

41018975 MKAPAALAPGILVLLLTLVQKGGGEC
REALAKSEMNVNMRYRLPNFTADT
PIQNVVVHEGHVFLGAINSIYVLRER
DLQQVSEYKTGPVWEHPDCLPCQA
CGLAGGQWRENVNMALLVETYYDD
QLISCGSVHRGTCQRHVLPRDNPAD
IQAEVHCMHSPRADEDEASQCPDC
VVSALGTKVLLAEKQRFVNFFVGNT
LNGSSLPGHALHSISVRRIKETQDGF
KFLTDKSYIDVLPEFQASYPIKYIHAF
ESNRFIYFLTVQRETLDSPSFHTRIIR
FCSADSGLRSYMEMPLECILTEKRR
KRALRSEVFNVLQAAYVGKPGAQLA
KQIGASAHDDILYGVFSQSRPDSAEP
TDRSALCAFPVKYVDEFFHRIVNKN
NVRCLQHFYGPNHLHCFNRTLLRN
SSGCEVRSDEYRTEFTTALQRIDLSA
GHFSQVLLTSISTFIKGDLTIANLGTS
EGRFMQVVVSRSGSWTPHVDFRLD
SHAVSPEVIVEHPVNQNGYTLVVTG
KKITKIPLDGLGCEHFQSCSQCLSAP
PFVQCGWCHDKCARAEDCPNGTWT
QEICLPTIYEVFPASAPLEGGTTLTVC
GWDFGFRRNNKSDFKRTRVLIGNE
SCPLTLSESTPNMLKCTVGPAMSEH
SNLSIIISNVRGTAPQYRTFSYVDPEI
TSISPSYGPKAGGTLVTLTGKYLNSG
NSRHISIGGKTCTLKSVSDSVLECYT
PAQSISADFPVKLKIDLANREAYSFS
YQENPLVVEIHPTKSFVSGGSTITVV
GKNLNSVSVPRMIINVHEVEMNFTV
ACQQRSNSELICCTTPSLQQLDLQLP
LKATAFFMLDGIHSRDFDLIYVPNPV
FKLFEKPVMISMGNENVLEIKGNDI
DPEAVKGEVLKVGNKSCENIHSYPE
SVLCTVPNDLLKLNSELNIEWKQAV
SSTVLGKVIVQPDQNFTGLIVGVVSIS
VILLSSLGLFLWLKKRKQIKDLGSEL
VCYDARVHTPHLDRLVSARSVSPTT
EMVSNESVDYRATFPEDQFPNSSQ
NGSCRQVQYPLPDLSPILTSGDSDIS
SPLLQNTVHIDLSALNPELVQAVQH
VVIGPSSLIVHFNEVIGRGHFGCVYH
GTLLDNDDRKIHCAVKSLNRITDIGE
VSQFLTEGIIMKDFSHPNVLSLLGIC
LRSEGSPLVVLPYMKHGDLRNFIRN
ETHSPTVKDLIGFGLQVAKGMKYLA
SKKFVHRDLAARNCMLDGKFTVKV
ADFGLARDMYDKEYYSVHNKTGAKL
PVKWMALESLQTQKFTTKSDVWSF
GVLLWELMTRGAPPYPDVNTFDITV
YLLQGRRLLQPEYCPDPLYEVMLKC
WHPKAEMRPSFTELVSRISAIFSTFI
GEHYVHVNATYVNVKCVAPYPSLLS
SHDTVDGEVDT

NaN NaN NaN NaN NaN NaN NaN NaN None


