UniprotKB Entry name organism full name joglcnacscore o.glcnac iphosphorylation sites PMIDS |sequence intracellular [extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl"acellular
ID sites reticulum apparatus membrane region
A1X283 SPD2B_HUMAN [Homo SH3 and |17.826004 NaN T25;S279;5291;5499;S528;5843 (38665916 MPPRRSIVEVKVLDVQKRRVPNKHY |False False 2.627 |(3.004 |1.956 1.479 0.639 2.73 1.199
sapiens PX 'VYIIRVIWSSGSTEAIYRRYSKFFDLQ
domain- MQMLDKFPMEGGQKDPKQRIIPFLP
containing GKILFRRSHIRDVAVKRLIPIDEYCKA
protein 2B LIQLPPYISQCDEVLQFFETRPEDLN

PPKEEHIGKKKSGGDQTSVDPMVLE
QYVVVANYQKQESSEISLSVGQVVDI
IEKNESGWWFVSTAEEQGWVPATC
LEGQDGVQDEFSLQPEEEEKYTVIYP
YTARDQDEMNLERGAVVEVIQKNLE
GWWKIRYQGKEGWAPASYLKKNSG
EPLPPKPGPGSPSHPGALDLDGVSR
QQNAVGREKELLSSQRDGRFEGRPV
PDGDAKQRSPKMRQRPPPRRDMTIP
RGLNLPKPPIPPQVEEEYYTIAEFQTT
IPDGISFQAGLKVEVIEKNLSGWWYI
QIEDKEGWAPATFIDKYKKTSNASRP
NFLAPLPHEVTQLRLGEAAALENNT
GSEATGPSRPLPDAPHGVMDSGLP
'WSKDWKGSKDVLRKASSDMSASAG
YEEISDPDMEEKPSLPPRKESIIKSEG
ELLERERERQRTEQLRGPTPKPPGVI
LPMMPAKHIPPARDSRRPEPKPDKS
RLFQLKNDMGLECGHKVLAKEVKK
PNLRPISKSKTDLPEEKPDATPQNPF
LKSRPQVRPKPAPSPKTEPPQGEDQ
'VDICNLRSKLRPAKSQDKSLLDGEG
PQAVGGQDVAFSRSFLPGEGPGRAQ
DRTGKQDGLSPKEISCRAPPRPAKTT
DPVSKSVPVPLQEAPQQRPVVPPRRP
PPPKKTSSSSRPLPEVRGPQCEGHE
SRAAPTPGRALLVPPKAKPFLSNSLG
GQDDTRGKGSLGPWGTGKIGENRE
KAAAASVPNADGLKDSLYVAVADFE
GDKDTSSFQEGTVFEVREKNSSGW
'WFCQVLSGAPSWEGWIPSNYLRKKP




