UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol [nucleus mitochndrion en(?oplasmlc golgi plasma extljacellular
ID name sites sites reticulum apparatus membrane [region
A1Z6MO A1Z6MO0_DROME |Drosophila NaN |25.496522 NaN NaN 33925313 |MSATTIDNVRVLLQSLPAAAVNSAT |None None None |None None None None None None

melanogaster

QPGDLQTPGKIAAPATPLRAKNPAQL
QIMPEKVEEMPPSPPEEFWRDLQQF
HERRGTPLTQPARISGKHVDLYKLY
NEVTERGGFNKVTMRDEWDEVYSA
METLRERCVNGTASIKHIYRRYLDKY
ERLNFFGEDPDKMEALEAAIEIVEM
GGGRSRSRFLAGAGGGLGSIFGSAH
STLPAVPMAYNQRQHSVNVERRRQ
YKMSTQLHRHSSYEKLLLSLLSPLP
NEQDFAINVCTLMANEARHTLQLSE
CPKLLDVLLAHLGVYADFTMRQLFQ
HSYTEVRHHSQLSFWRDLLHDKPQ
VLELYTDEQAWLDNGLISKEDGENS
AARSELLAACDELHFLNLRRSNGTD
ERMGQRVLQIVQLVRTLSFHQENH
ALLASNRTLWRYLVMGANVRWSNI
HIQALETAGNLAQQFELLDPTTDELS
RNLLATLCEGIDSNDRAVIMSCLEIL
YKLCGREGNSQHINRCLGLDFYQRA
MLLLSLTDVMMIIFTLEAVYALSALG
ARPCSMLMQVRGLIDQLVTLITVEA
QSYGTGGCILMRVVEVFPGNMAASL
AQNMPAILAPGPTSLTTLPTSLQVAV
KPPAVLPTPTPAQTQVLPHGEQTPLV
TALPGLPMPSLPQVQLPVPSLPQVQL
PPIAATVTLPSLPSASQSFTHEDEQY
ALAWLGATYERAGNGNDLRVEQAE
LYRIYLSHCQKAGKLSVVNHMQFPR
LVRLIFNQSVGPVIVRHLDGIELPGT
YYVGIRMRAQPLAMQQRPTPSIVPVK
KDTPILPKQPFSDPVQTEVASEESVS
SAVTPPPSSSLIKSLLANKVTERQQK
QKAQAQTPQPPALVATTASGTNATQ
PIKVTSTAISAFVNNPLMQHTPVKVG
QTTIKPLHPQMAIEKKPITDSAPPPLA
PLSGANVVTKDASGRTLITIASAAAKR
KLTIDEEQNKRLALDAAASSSSSSSS
GGKEEAQVTPSKNAANLYADLAASIL
EDEDMDDVPPLAKPSQEQSQQHPQ
QAQQLQLIPAKVQPTQRQLVFPGSN
'VVSPAPHSQLKLATTATIKTDQGLQT
VPVILQPKTAMDSTPAPQTQYVLATN
QQGQTYLVAQQPTIPTSTQSAPPTLL
VTQTPQQQTKTIIILQQPGGVSAANV
AGTQKMIMTTAQGQQVLVTTTTAPQ
LAQPRTSTPQQQIFIAPQRPVPALGA
GQMSPSLLSQLNQIPATIKLHQPQP
QPQLVSPQLAPQQRLVAAKPGASLPI
PQLQQHQSIIQQHIISGPSTPTSTVG
GTVGGEKRQVILGGIKETTLITQTSAT
PAPLQQSQLNSQTIITQSPTSTAIVGG
VALQQQHHIRSVLDQQQQHHPSIIQ
QKITMPAISEATKPKIAPVPVSPTVTL
LAKKPAPPQPAQVSSPKPSVTQAVVV
TTSGTSDSTEGGKTVVLATSEAKPAE
SEVVAQTVVPPAVVTTGPSSSSLVVS
QSVYAASGPNANPTPSPMPVDANW
LYICDWRNCPRKKFKSLNELQYHVC
SVHCPDHLDSDADIYCQWGSGPNF
CDNRARKRYSLMTHLIDRHLTTENL
RASVQRRLATGIHNVAPTQAPVTIVR
NEGHAQRLAGGATGSPSGPASAVPV
VGSAAMQAMNRHTTDYTNAKELM
DENEGPVTKSIRLTAALIIRNLVTYSA
TAKRSLKRYESRLANVAFSNVEASG
VLSHIMYELSQ




