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UniprotKB Entry name organism [full name oglcnacscore oglcnac Cer O yiation iphviins sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.*acellular
ID sites sites reticulum apparatus  membrane region
A2A4A6 A2A4A6_MOUSE Mus 1- 25.385059 NaN S1221;S1248 28528544 MAGVATPCANGCGPGAPSEAEVLHL |[None None None (None None None None None None
musculus [phosphatidylinositol CRSLEVGTVMTLFYSKKSQRPERKT

4,5-bisphosphate
phosphodiesterase
gamma

FQVKLETRQITWSRGADKIEGSIDIR
EIKEIRPGKTSRDFDRYQEDPAFRPD
QSHCFVILYGMEFRLKTLSLQATSE
DEVNMWIKGLTWLMEDTLQAATPL
QIERWLRKQFYSVDRNREDRISAKD
LKNMLSQVNYRVPNMRFLRERLTD
LEQRSGDITYGQFAQLYRSLMYSAQ
KTMDLPFLETNALRTGERPEHCQVS
LSEFQQFLLEYQGELWAVDRLQVQE
FMLSFLRDPLREIEEPYFFLDELVTF
LFSKENSVWNSQLDAVCPDTMNNP
LSHYWISSSHNTYLTGDQFSSESSLE
IAYARCLRMGCRCIELDCWDGPDGM
PVIYHGHTLTTKIKFSDVLHTIKEHA
FVASEYPVILSIEDHCSIAQQRNMAQ
HFRKVLGDTLLTKPVDIAADGLPSPN
QLRRKILIKHKKLAEGSAYEEVPTSV
MYSENDISNSIKNGILYLEDPVNHE
WYPHYFVLTSSKIYYSEETSSDQGNE
DEEEPKEASSSTELHSSEKWFHGKL
GAGRDGRHIAERLLTEYCIETGAPDG
SFLVRESETFVGDYTLSFWRNGKVQ
HCRIHSRQDAGTPKFFLTDNLVFDS
LYDLITHYQQVPLRCNEFEMRLSEP
IVPQTNAHESKEWYHASLTRAQAEH
MLMRVPRDGAFLVRKRNEPNSYAIS
FRAEGKIKHCRVQQEGQTVMLGNS
EFDSLVDLISYYEKHPLYRKMKLRYP
INEEALEKIGTAEPDYGALYEGRNPG
FYVEANPMPTFKCAVKALFDYKAQR
EDELTFTKSAIIQNVEKQDGGWWRG
DYGGKKQLWFPSNYVEEMINPAVLE
PEREHLDENSPLGDLLRGVLDVPAC
QIAIRPEGKNNRLFVFSISMPSVAQW
SLDVAADSQEELQDWVKKIREVAQT
IADARLTEGKMMERRKKIALELSELV
IVYCRPVPFDEEKIGTERACYRDMSS
FPETKAEKYVNKAKGKKFLQYNRLQ
LSRIYPKGQRLDSSNYDPLPMWICG
SQLVALNFQTPDKPMQMNQALFMA
GGHCGYVLQPSTMRDEAFDPFDKSS
LRGLEPCVICIEVLGARHLPKNGRGI
IVCPFVEIEVAGAEYDSTKQKTEFVVD
NGLNPVWPAKPFHFQISNPEFAFLR
FVVYEEDMFSDQNFLAQATFPVKGL
KTGYRAVPLKNNYSEDLELASLLIKI
DIFPAKENGDLSPFSGISLRERASDA
SSQLFHVRAREGSFEARYQQPFEDF
RISQEHLADHFDSRERRAPRRTRVN
GDNRL




