UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular [cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extl:acellular
ID mame sites sites reticulum apparatus  membrane region
IA2A513 IA2A513 MOUSE [Mus NaN [23.620502 NaN NaN 34887587;37507081 [MSVLYSSSSKQFSSSRSGGGGGGGS |False True 3.35 3.655 [1.693 1.376 1.018 5.0 3.848

musculus

'VRVSSTRGSLGGGYSSGGFSGGSFS
RGSSGGGCFGGSSGGYGGFGGGGS
FGGGYGGSSFGGGYGGSSFGGGSFG
GGGSFGGGSFGGGSYGGGFGGGGF
GGDGGSLLSGNEKVTMQNLNDRLA
SYMDKVRALEESNYELEGKIKEWYE
KHGNSSQREPRDYSKYYKTIEDLKG
QILTLTTDNANVLLQIDNARLAADDF
RLKYENEVTLRQSVEADINGLRRVL
DELTLSKSDLEMQIESLNEELAYLKK
NHEEEMRDLQNVSTGDVNVEMNA
APGVDLTQLLNNMRNQYEQLAEKN
RKDAEEWFNQKSKELTTEIDSNIEQ
MSSHKSEITELRRTVQGLEIELQSQL
ALKQSLEASLAETEGRYCVQLSQIQS
QISALEEQLQQIRAETECQNAEYQQL
LDIKTRLENEIQTYRSLLEGEGSSSG
GGGGRGGGSHGGSYGGSSGGGSYG
GSSGGGGSYGGSSGGGGSYGGGSS
GGGSHGGSSGGGYGGGSSSGGAGG
HGGSSGGGYGGGSSSGGQGGSGGF
KSSGGGDQSSKGPRY




