UniprotkB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
IA2AA71 A2AA71 _MOUSE Mus NaN [26.09834 NaN NaN 36064721 | MAQPRIPAARGAAASLQAQNGAASA |None None None [None None None None None None

musculus

SGSPYTNGPVHNTLMSPQVSSSQGY
DSQPPGSYPRPMPAKTLNPFSAQSN
YGGSQGSGQTLNSPLVTSGPVLPSL
HSGPVPRMPLPTSQNPAATPMPSGS
FLPGANPPPPLNWQYNYPSTGPQTN
HFPHVAPPTLPGNPNLTADHQYVSS
GDPALQTSFKKPGSALPLQNPPLPPT
FQPGAPPGPPPAGGPPPSRGPAPQKT
PPRAAPPPSFNSAVNQEGITSNANN
GSTAAHNTYDEIEGGGFLATPQLVN
QNPKTSRSVGSAYPSLPPGYQNSAP
PVAGMPPPSLSYPSGPQAFTQTPLGA
NHLTASMSGLSLHPEGLRVVNLLQE
RNMLPSTPLQPPVPNLLEDIQKLNC
NPELFRCTLTSVPQTQALLNKAKLPL
GLLLHPFKDLVLPVVTSSTIVRCRSC
RTYINPFVNFLDQRRWKCNLCYRVN
DVPEEFMYNPLTRVYGEPHKRPEVQ
NATIEFMAPSEYMLRPPQPPVYLFVF
DVSHNAIETGYLNSVCQSLLDNLDL
LPGNTRTKIGFITFDSTIHFYSLQEGL
SQPQMLIVSDIDDVFIPMPENLLVNL
NESKELVQDLLKTLPQMFTKTLETQ
SALGPALQAAFKLISPTGGRMSVFQT
QLPTLGVGALKPREEPNQRSSAKEI
HLTPSTDFYKKLALDCSGQQAAVDL
FLLSGQYSDLASLGCISRYSAGSVYY
YPSYHHQHNPVQVQKLQKELHRYLT
RKIGFEAVMRIRCTKGLSIHTFHGNF
FVRSTDLLSLPNVNPDAGYAVQMSV
EESLTDTQLVSFQSALLYTSSKGERR
IRVHTLCLPVVSTLNEVFLGADVQAI
SGLLANMAVDRSVTASLSDARDALV
NAVIDSLSAYRSSVLSGQQPGLMVP
FSLRLFPLFVLALLKQKSFQTGTSIR
LDERIFAMCQVKSQPLVHLMLTTHP
SLYRVDNLSDEGALNINDRTIPQPPI
LQLSVEKLSRDGAFLMDAGSLLML
WVGRNCSQNFLSQVLGVQNYASIPQ
TMTDLPELDTPESARIAAFISWLREQ
RPFFPVLYVIREESLMKAAFLQSLVE

DRTESALSYYEFLLHIQQQVNK




