}Jl;l iprotkB Entry name |organism |full name |oglcnacscore oglcnac phosphorylation sites PMIDS |sequence intracellular |extracellular cytosol [nucleus [mitochndrion | .. golgi plasma  lextracellula
sites reticulum  |apparatus [membrane [region
A2AAY5 SPD2B_MOUSE |Mus SH3 and |25.385059 NaN T25;S279;S291;S499;5S528;T661;S8 (28528544  MPPRRSIVEVKVLDVQKRRVPNKHY |False False 2.618 (2.085 1.721 0.918 0.632 1.621 1.1
musculus [PX 40 'VYIIRVITWSSGATEAIYRRYSKFFDLQ
domain- MQMLDKFPMEGGQKDPKQRIIPFLP
containing GKILFRRSHIRDVAVKRLIPIDEYCKA
protein 2B LIQLPPYISQCDEVLQFFETRPEDLN

PPKEEHIGKKKSGNDPTSVDPMVLE
QYVVVADYQKQESSEISLSVGQVVDI
IEKNESGWWEFVSTAEEQGWVPATC
LEGQDGVQDEFSLQPEEEEKYTVIYP
YTARDQDEMNLERGAVVEVVQKNL
EGWWKIRYQGKEGWAPASYLKKNS
GEPLPPKLGPSSPAHSGALDLDGVS
RHQNAMGREKELLNNQRDGRFEG
RLVPDGDVKQRSPKMRQRPPPRRD
MTIPRGLNLPKPPIPPQVEEEYYTIAE
FQTTIPDGISFQAGLKVEVIEKSLSG
'WWYIQMEDKEGWAPATFIDKYKKTS
SASRPNFLAPLPHEMTQLRLGDAAA
TENNTGPEAVGPSRPLPEAPHGAVD
SGMLWSKDWKGGKEAPRKASSDLS
ASTGYEEISDPTQEEKPSLPPRKESII
KSEEELLERERQKMEPLRGSSPKPP
GMILPMIPAKHAPLARDSRKPEPKL
DKSKFPLRNDMGLECGHKVLAKEV
KKPNLRPISRSKAELSEEKVDPTSQN
LFMKSRPQVRPKPTPSPKTEPAQSE
DHVDIYNLRSKLRPAKSQEKALLDG
ESHHAAGSHDTALSRSFLPGEGPGH
GQDRSGRQDGLSPKETPCRAPPRPA
KTTDPGPKNVPVPVQEATLQQRPVV
PPRRPPPPKKTSSSPLSCRPLPEVRG
AQREESRVAPAAGRALLVPPKAKPFL
SNSSVGQDDMRGKGGLGPRVTGKV
GETREKAASFLNADGPKDSLYVAVA
NFEGDEDTSSFQEGTVFEVREKNSS
GWWFCQVLSGAPSWEGWIPSNYLR
KKP




