UniprotKB Entry name organism (full name |oglcnacscore o.glcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion en(.ioplasmlc golgi \plasnia extr_acelll
ID sites reticulum pparatus ane region
A2ABV5 MED14_MOUSE Mus Mediator of |38.223321 NaN S623;5992;S1117;S1124;S1133;S11 |40997131 MAPVQLDNHQLIPPGGGGGSSGGG [True False 0.85 5.0 1.053 0.676 False 0.792 0.792
musculus [RNA 41;S1149 GSSSGSASAPAPPPPAAAVAAAAAAA
polymerase IASPGYRLSTLIEFLLHRAYSELMVLT

11
transcription
subunit 14

DLLPRKSDVERKIEIVQFASRTRQLF
VRLLALVKWANDAGKVEKCAMISSF
LDQQAILFVDTADRLASLARDALVH
IARLPSFAIPYAIDVLTTGSYPRLPTCI
RDKIIPPDPITKIEKQATLHQLNQILR
HRLVTTDLPPQLANLTVANGRVKFR
VEGEFEATLTVMGDDPEVPWRLLKL
EILVEDKETGDGRALVHSMQIDFIH
QLVQSRLFADEKPLQDMYNCLHCF
CLSLQLEVLHSQTLMLIRERWGDLV
QVERYHAGKSLSLSVWNQQVLGRK
TGTASVHKVTIKIDENDVSKPLQIFH
DPPLPASDSKLVERAMKIDHLSIEKL
LIDSVHARAHQRLQELKAILRSFNA
NESSSIETALPALIVPILEPCGNSECL
HIFVDLHSGMFQLMLYGLDPATLED
MEKSLNDDMKRIIPWIQQLKFWLG
QQRCKQSIKHLPTITTETLQLANYST
HPIGSLSKNKLFIKLTRLPQYYIVVE
MLEVPNKPTQLSYNYYFMSVSTADR
EDSPVMALLLQQFKDNIQDLMSYTK
TGKQTRTGTKHKLSDDPCPIDSKKA
KRSGEMCAFNKVLAHFVAMCDTN
MPFVGLRLELSNLEIPHQGVQVEGD
GFNHAIRLLKIPPCKGISEETQKALD
RSLLDCTFRLQGRNNRTWVAELVFA
NCPLNGTSTREQGPSRHVYLTYENL
LSEPVGGRKVVEMFLNDWSSIARLY
ECVLEFARSLPEIPAHLNIFSEVRVY
NYRKLILCYGTTKGSSISIQWNSIHQ
KFHIALGTVGPNSGCSNCHNTILHQ
LQEMFNKTPNVVQLLQVLFDTQAPL
NAINKLPTVPMLGLTQRTNTAYQCF
SILPQSSTHIRLAFRNMYCIDIYCRSR
GVVAIRDGAYSLFDNSKLVEGFYPAP
GLKTFLNMFVDSNQDARRRSVNED
DNPPSPIGGDMMDSLISQLQPPQQQ
PFPKQPGTSGAYPLTSPPTSYHSTVN
QSPSMMHTQSPGNLHAASSPSGAL
RAPSPASFVPTPPPSSHGISIGPGASF
IASPHGTLDPSSPYTMVSPSGRAGNW
PGSPQVSGPSPATRLPGMSPANPSL
HSPVPDVSHSPRAGTSSQTMPTNM
PPPRKLPQRSWAASIPTILTHSALNIL
LLPSPTPGLVPGLAGSYLCSPLERFL
GSVIMRRHLQRIIQQETLQLINSNEP
GVIMFKTDALKCRVALSPKTNQTLQ
LKVTPENAGQWKPDELQVLEKFFET
RVAGPPFKANTLIAFTKLLGAPTHIL
RDCVHIMKLELFPDQATQLKWNVQ
FCLTIPPSAPPIAPPGTPAVVLKSKML
FFLQLTQKTSVPPQEPVSIIVPIIYDM
IASGTTQQADIPRQQNSSVAAPMMV'S
NILKRFAEMNPPRQGECTIFAAVRD
LMANLTLPPGGRP




