UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl"acellular

1D name sites sites reticulum apparatus membrane region

A2AH75 IA2AH75_MOUSE Mus NaN [25.385059 NaN NaN 28528544 MSGASVKVAVRVRPFNSRETSKESK |None None None |None None None None None None
musculus CIIQMQGNSTSIINPKNPKEAPKSFS

FDYSYWSHTSPEDPCFASQNRVYND
IGKEMLLHAFEGYNVCIFAYGQTGA
GKSYTMMGKQEESQAGIIPQLCEEL
FEKINDNCNEEMSYSVEVSYMEIYC
ERVRDLLNPKNKGNLRVREHPLLGP
YVEDLSKLAVTSYTDIADLMDAGNK
ARTVAATNMNETSSRSHAVFTIVFT
QKKQDPETNLSTEKVSKISLVDLAGS
ERADSTGAKGTRLKEGANINKSLTTL
GKVISALAEVSKKKKKTDFIPYRDSV
LTWLLRENLGGNSRTAMVAALSPAD
INYDETLSTLRYADRAKQIKCNAVIN
EDPNAKLVRELKEEVTRLKDLLRAQ
GLGDIIDTSMGSLTSSPSSCSLNSQV
GLTSVTSIQERIMSTPGGEEAIERLK
ESEKITAELNETWEEKLRKTEAIRME
REALLAEMGVAIREDGGTLGVFSPK
KTPHLVNLNEDPLMSECLLYYIKDGI
TRVGQADAERRQDIVLSGAHIKEEH
CLFRSERSNTGEVIVTLEPCERSETY
VNGKRVAHPVQLRSGNRIIMGKNH
VFRFNHPEQARAEREKTPSAETPSE
PVDWTFAQRELLEKQGIDMKQEME
KRLQEMEILYKKEKEEADLLLEQQR
LDADSDSGDDSDKRSCEESWKLITS
LREKLPPSKLQTIVKKCGLPSSGKKR
EPIKMYQIPQRRRLSKDSKWVTISDL
KIQAVKEICYEVALNDFRHSRQEIEA
LAIVKMKELCAMYGKKDPNERDSW
RAVARDVWDTVGVGDEKIEDMMVT
GKGGTDVDDLKVHIDKLEDILQEVK
KQNNMKDEEIKVLRNKMLKMEKVL
PLIGSQEQKSQGSHKTKEPLVAGAN
SVSDNGVSKGESGELGKEERVSQL
MNGDPAFRRGRLRWMRQEQIRFKN
LQQQEITKQLRRQNVPHRFIPPENR
KPRFPFKSNPKHRNSWSPGTHIIITE
DEVIELRIPKDEEGRKGNKEESQEKV
GRAASRDVQSAWGTRSQDHIQVSK
QHISNQQPPPQLRWRSNSLNNGQP
KTTRCQATASSESLNSHSGHPTADL
QTFQAKRHIHQHRQPYCNYNTGGQ
VEGSTASCCQKQTDKPSHCNQFVTP
PRMRRQFSAPNLKAGRETTV




