}Jl;l iprotKB Entry name |organism full name |oglcnacscore oglcnac phosphorylation |\ yyy¢ sequence intracellular |extracellular |cytosol [nucleus mitochndrion endoplasmic golgi plasma lextr:
sites  [sites reticulum |apparatus membrane [regi
A2AHGO LZTS3 MOUSE Mus Leucine 47.357675 T66 S343;S345 34887587;22645316;34678516;408 MAPADLASEGPKLEDPPAPHLFGKC |False False 1.547 [2.602 False False False 0.567 False
musculus |zipper 85482 PSGLIMAKLETLPVRADPGRDPLLAF
putative IAPRPSELGPPDPRLTMGSVGSGVTH
tumor IAQEFPMKSVGTRTGGGGNQGSFPG
suppressor PRSGGSGANRERPGRYPSEDKVLAN

SLYLNGELRGSDHTDVCGNVVGSSG
GSSSSGGSDKAPPQYREPNHPPKLL
TTSGKLDQCSEPLVRPSAFKPVVPK
NFHSMQNLCPPQTNGTPEGRQGPA
GLKGGLDKSRTMTPAGGSGGGLSDS
GRNSLTSLPTYSSSYSQHLAPLSAST
SHINRIGTAGYSSGSSGGGSGYQDL
GTSDSGRASSKSGSSSSMGRSGHLG
SGEGGNGGLPFAACSPPSPSALIQEL
EERLWEKEQEVAALRRSLEQSEAAV
IAQVLEERQKAWERELAELRQGCSG
KLQQVARRAQRAQQGLQLQVLRLQ
QDKKQLQEEAAQLIRQREELEDKVA
VCQKEQADFLPRMEETKWEVCQKA
GEISLLKQQLKDSQADVSQKLSEIVG
LRSQLREGRASLREKEEQLLSLRDS
FGSKQASLELSEGELPPACLKPALTP
VDLVEPQEALASCESDEAKMRRQAG
VAAAASLVSVDGEVEAGGEGGTRAL
RREVGRLQAELAAERRARERQGASF
IAEERRVWLEEKEKVIEYQKQLQLSY
IVEMYQRNQQLERRLRERGAAGGSS
TPTPQHGEEKKAWTPSRLERIESTEI




