}Jl;l iprotKB Entry name organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular [cytosol [nucleus mitochndrion | . .. ic|golgi plasma eth:a
sites sites reticulum |apparatus membrane regio
A2AKB4 FRPD1_MOUSE [Mus FERM 45.452821 S1211;S1215 |NaN 22517741;40885482;39627609 MEELDGSLSQTRKAHRIEQMVARW |False False 3.795 [2.362 |False False False 3.302 False
musculus |and PDZ LRRSRDSSARAKVAAADGPPGNPAQ
domain- ALTPVRHTVTLDKDVLLQNYGFHISE
containing TLPLTVVAVTAGGSAHGKLFPGDQIL
protein 1 QMNNELAEDLSCERAADILRETEDA

LSITVVRCTSGVPKSSFLTEEKRARL
KSNPVKVHFAEEVLVSGHSQGNSLL
CMPNVLKVYLENGQTKAFKFEANTT
VKDIILTVKEKLSIRSIEYFALALEEQY
SISRLHLLHEEELVQQVVEREESQD
SRCLFRVSFVPKDPLDLLKEDPVAFE
YLYLQSCSDVLQERFAVEMKCNSAL
RLAALHIQERIYACAQPQKISLKYIEK
DWGIENFISPTLLRNMKGKDIKKAIS
FHMKRNQNLLEPRQKQLISAAQLRL
NYLQILGELKTYGGKVFNATLMLQD
RESYIALLVGAKYGISQIINSKLNIIST
LAEFANISRVELTEESEKVSMVKVYL
QDVKVLTLLLESSSAKDLACLIAGYY
RLFVDPANSVFHWSGNRRPTHRVS
AEEGYESRACSDSEESSEVDCVLEP
LSDRCLVKLSLCRPFAREEQPPGDS
PTPEATRRGPSTCGASSMTDSAESE
ASDSANTESRGCRTSGSSESMDALE
EDDLDACSSSGTSFFHFGPPGFSKG
LETNSQEENSRVETSGFLCLLDLGQ
NANPQCQKIDGPQGLASEACSWGP
ELSMGRLDPRLYEGSRTDYYNLCSSI
SPGSHLSDSGSESTASRQGAAPPQW
CQQGWMEAQSGSMLESLGLPALPP
LAFEGGSSDEEYYDAADKLTPPDTLS
GPRAADPSAMRLQSQSRTRGSEESL
HPGPEGGEPSRQGGVKKYAKSLRKR
RSFLQTDHTSQVSFPLEASASQENT
DDVCYYDREPYLTLTAPSPTVSSLQD
MQGEPGLLETKALGLLASLRETKST
NPASRIMEMEPETMETKSVIDSRVS
SISAIRLRIDPSNTENPVTTDGSSASIT
PHSPHHSNPGSSSPQAAQVRPFPIV
SPDQDPGGTTPKELTAEPEDSTFPLS
SDHPNPDNPGPHHVSQGDTSELGE
VRSEIGSESFLINHVQEVIPQITGPLC
PGDGPTSGECEVNSEETALAADEVQ
GQLSLDSDREVMHRNGPSLFQKGS
GKDLGDSKGDRLDNVPQALDVRAPA
GEINSSLCSEPPATGTGQTSSDSEGE
NREAQEQELLTELDLAPDFLLPSAFP
PETIKAEQLDRVIGEDSVPVSTSQQV
CVHTVPSLPKLSPCQEEPRSADSGH
GSPAESKGDDSPIICLPPERSFLCFAP
ESHPEGSTSLSRVTSFSFAGINEVAP
AEIGIEHCRCQFSYATCFRGLQPETE
EEDGDPQTHPAAPLTSPPSAGSQVT
LPWRAARAYSCTTPLSRKSHIWPEF
CSRALRQLKTTPTNAPEGFVQLTESL
LELQDILEASWGVGNKHPPDKCTLH
FSESRSRLCMGSQKLLASCQHVIRM
DQSPEEMQGAVRVTFQHLVQLAGL
CFQFTDCSRCSTRHREVAGNLRDVV
YTYHQFVEAAKLTCERGYHDFSVKL
LARQCTALTAAVFCLTQKFRASTAL




