UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular [extracellular [cytosol nucleus mitochndrion em.ioplasmlc golgi plasma extl.'acellular
ID name sites sites reticulum apparatus membrane [region
A2AKU9 IA2AKU9 MOUSE |Mus IATP 22.380232 NaN NaN 37507081 MFSRASVVGLSACAVQPQWIQVRN |None None None |None None None None None None
musculus [synthase MATLKDITRRLKSIKNIQKITKSMKM
subunit 'VAAAKYARAERELKPARVYGTGSLAL
gamma YEKADIKAPEDKKKHLIIGVSSDRGL

CGAITHSSVAKQMKNEVAALTAAGKE
'VMIVGVGEKIKGILYRTHSDQFLVSF
KDVGRKPPTFGDASVIALELLNSGYE
FDEGSIIFNQFKSVISYKTEEKPIFSL
NTIATAETMSIYDDIDADVLQNYQEY
NLANLIYYSLKESTTSEQSARMTAM
DNASKNASDMIDKLTLTFNRTRQAV
ITKELIEIISGAAAL




