UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extx:ace]

ID name sites sites reticulum |apparatus membrane region

A2AL12 IA2AL12_MOUSE Mus NaN [30.685403 NaN NaN 25153642;28135057;28528544;375 |MEVKPPPGRPQPDSGRRRRRRGEE [None None None [None |None None None None None
musculus

07081

GHDPKEPEQLRKLFIGGLSFETTDD
SLREHFEKWGTLTDCVVMRDPQTK
RSRGFGFVTYSCVEEVDAAMCARPH
KVDGRVVEPKRAVSREDSVKPGAHL
TVKKIFVGGIKEDTEEYNLRDYFEKY
GKIETIEVMEDRQSGKKRGFAFVTF
DDHDTVDKIVVQKYHTINGHNCEVK
KALSKQEMQSAGSQRGRGGGSGNF
MGRGGNFGGGGGNFGRGGNFGGR
GGYDGYNEGGNFGGGNYGGGGNY
NDFGNYSGQQQSNYGPMKGGSFGG
RSSGSPYGGGYGSGGGSGGYGSRRF




