FEKITEEPMGITLKLNEKQSCTVARI
LHGGMIHRQGSLHVGDEILEINGTN
VINHSVDQLQKAMKETKGMISLKVI
ANQQSRLPALQMFMRAQFDYDPQK
DNLIPCKEAGLKFVTGDIIQIINKDDS
NWWQGRVEGSSKESAGLIPSPELQE
'WRVASVAHSAPSEAPSCSPFGKKKK
CKDKYLAKHSSIFDQLDVVSYEEVVR
LPAFKRKTLVLIGASGVGRSHIKNGL
LSHNPEKFAYPAPYTTRPPKKSEEDG
KEYHFISTEEMTKNISANEFLEFGSY
QGNMFGTKFETVHQIHKQDKIAILDI
EPQTLKTVRTAELSPFIVFIAPTDQGT
QVGKGSHGWRSTPFRSLSTVFSKAK
KTKGMHILFIPELFKRLVIK

}J];l iprotKB Entry name organism (full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
IA2AN84 IA2AN84 MOUSE [Mus 55 kDa 22.380232 NaN NaN 37507081 MTLKSSEGEGGNSMRTALSDLYLE [None None None |None None None None None None
musculus |erythrocyte HLLQKRNRPETSLNQSNVTTEDMY
membrane TNGSPAPGSPAHAKGQEARRVRLIQ
protein




